Application Note No. 18

DYNABEADS LETTERS

Dynabeads® M-280 Streptavidin[] U 0O OO0 OIS RNAO OO D OOOOO

0000 0000 00000
gboogd

1.0000

gbogboooooobgobgobobooboboboboooooooobooboboboboboboobooon
goobobobobooooooobogooobDNADODOOoboPCROODOODODODODODODOODOODOO
OoboodogooODNAODOOOOPCROUODODDOOODOOODOOODOOODOOODOOODOPCRO
OODNADODODODOOOOobOOoooooobOoboobooboboboboboboobobooooooooDo
oobooooboooboooboooobNA DD ODoobooobbooobopPecRUDODOODOOODO
000000 000O0obOO0O000bODOO00U0b0ObOO0O0U0b0DOOOU0UO OO Dynabeads M-280 Streptavidin
ooboooobopCcREODDOOOODOOODOOODO

2.0000

100o0o0oboooboobobooboobgobo

- Aeromonas hydrophila

- Buttiauxella agrestis

- Citrobacter freundii

- Enterobacter aerogenes

- Enterobacter intermedium
- Ewingella americana

- Klebsiella terrigena

- Kluyvera cryocrecens

- Rahnella aquatilis

- Serratia liquefaciens

- Serratia odorifera

- Yersinia intermedia

- Cedecea lapagie

- Enterobacter cloacae

- Enterobacter amnigenus
- Escherichia vulneris

- Klebsiella oxytoca

- Kluyvera ascorbate

- Pantoea agglomerans

- Serratia marcescens

- Serratia rubidaea

- Yersinia frederiksenii
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- Cedecea davisea

- Citrobacter amalonaticus
- Enterobacter gergoviae

- Escherichia coli

- Klebsiella pneumoniae

- Klebsiella ozaenae

- Leclercia adecarboxylata
- Salmonella arizonae

- Serratia plymuthica

- Serratia fonticola
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L cycle sequencing

sample loading

universal primer+RNA specific forward primer

universal primer

Biotun-5-cgt caa ttc att tga gtt-3 3R
Biotun-5-ggt tac ctt gtt acg act-3 5R

X1

RNA specific reverse primer

¢ Binding to Dynabeads M-280 Streptavidin

5-tgt aaa acg acg gee agt agt ttg atc atg get cag-3 1F
5-tgt aaa acg acg gec agt gta geg gtg aaa tge gta-3 3F
§-tgt aaa acg acg gec agt aac tca aat gaa tig acg-34F
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Model 373A Lane 20 14F Spacing: 11.51

Version 1.2.1 Signal: C:295 A:203 G:81 T:57
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TTGGAGGTTGTTCLETTGAGGAGLEGCT TCCGGABC TAACGCGTLTAAGTCGACGE TC TGGGGARJACGGCCGCAAGG T TAAAALT CAAATG AALT GACGGGGGRECGCAQ
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AAGLEATGGAGCAZBTGGTTTAALJCGATGCAARGCGAAG AACLHT TACCTACT T TGACATCCAGAGAACT TAGGAGAGATGCH] TGGTGCCT JGGGG AACTCELBAGACAGGTRETGCATGE]
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