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090617 SUPP 1003 0AP_JC_20170905_ 153552
090617 SUPP2_002.0AP_JC_20170906_154011

-Product Documents

Catalog

Catalog
Description

Worksheet (11x17)

Probe/Primer

Datasheet

et LABScreen
e Locus Type  Catalogs Last Updated # of Sessions # of Tests Recent Session Mixed |PRA | Single Antigen | Singles| Lme e
Class | PRA 1 200721 1 4 2017711730

[C] c:¥OLI FUSION¥data¥session¥LABScreen Ciass Il PRA 1 01711/27 0 0 Low PC/NC Ratio: 2 Sowekad. P
CSV File Name Moced I, I, MIC 1 200721 0 [] i e M0

0 Single Antigen Class | 1 200711727 1 4 201711727 ST Max Scale
090617_LSM_021 QAP_JC treated adsorb Single Antigen Class |l 1 201711727 0 0 Low PC: 500 s Set: No
090617 LSM_021 OAP_JG treatment Heat J Display Graph Raw by Defaut: No Qass|: 2
090617 PRA1017.0AP_JC_20170906_162636 Suppress Bead Swap Waming Message: No Cassll: 2
0906 17_PRA2.016.0AP_JC_20170906_152803 Swap Bead I NC Is Higher Than All Beads: No 2
090617.5A2_012.0AP_JC_20170906_153312 Swap Bead  NC s High: No

LS1PRANC18 017 00
LSM12NC18 021 00

| LABScreenTM PRAClass | S...

| LABScreenTM Mixed Beads .

LS2PRANC18 016 00

RERYIAFH

HF—%

LABScreen

LS1AD4NC18 010

| LABScreenTM PRA Class Il -

LABScreen- Single Antigen H..

LS2A0INC18 012 00
N

| LABScreen- Single Antigen H

HEOJ &R

oesAey

Hnb)sA

BFETF—H

[IGNELAmzDA 0 00 |

|5 user Name: |1

IOLM-20-0927 Rev.01

| Server Name: | (local)¥FUSION_SQL14EXP

Database Name:

test2017 | Ver 4.1.0
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LABScreen _ P | Luminex : FlexMAP 3D/XxPONENT - §2.16120 / SN FM3DD 12233001 | Template : [STA010.L53D_2
Session 1D : 030617 5A1_010 OAP_JC_20170805_153036 | Date: [8/6/2017 Samples: [§
Elichde [nported File Path [C¥OLT FUSION¥Hone Kong 2017¥Data¥LABScreen¥ 030517 SA1_010.0AP_JG_20170906_153036 sy
(1] cr¥OLI FUSION¥data¥session¥LABgsfcen Gatalog ID : [Ls1AD4NG18.010.00 v]  [NOM/Imet: -
CSV File Name Quantiplex Beads {(none) | Default NS: [(none) ][] Aoply W32

0 a
090617_LSM_021 QAP_JG treated adsorb

by

Patient/

W i E Sl SovkDis  SeeTosnn Bk D Sy Lo g BN pn s e Lo e oy
090617 PRA2_016 QAP_JC_20170906_152803 1 |25(1,48) - v v | 100 B N z
090617.5A2_012.0AP_IC_20170906_153312 260189 |10 - - 100 SN z
090617 SUPP1_003 QAP_JC_20170906_153552 27100 11 = = (=100 B N v
030617_SUPP2_002. QAP_JG_20170306_154011 280108 12 - - [=]100 B N 2

BRAEDERZANTEETY

[iojesirey

|4 user Name: |1 Server Name: | (local¥FUSION_SQL14EXP | | Database Name: | 20151201 Ver| 4.1.0

IOLM-20-0927 Rev.01
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o T—HRDEYAHFEIF2TELE
— csvI7A ILZ%sessionZA LA (Windows(C:) > OLI Fusion >data > session) 2§89
- BEERZERIOIFILETAAU (o= )09 T,  csvI7MILEER,

. =3 aEd Wi o BUTIITAINEHRHSEHE. TE
RERET 7N IS A AL HH AR BYET
— Template&Catalog ID

Template associated with multple catalogs

et | HLA Fusion- WEOIOC

Luminex : FlexMAP 3D/xPONENT - 4215130 7/ SN FM3DD 12233001 Template : [STAUSIT0LS3082 |
Session ID : 090617 SA1_010 OAP_JG_20170906_153036 | Date : |9/672077 Samples : 4 b e ]
File Path : [C¥OLT FUSION#Hone Kone 2017%Data¥L ABScreen¥ 030617 5A1_010_ QAP_JC_20170906_153036 csv
|| Catalog ID : LS1AD4NG18_010_00 v [NOM/Imet: - 1
Quantiplex Beads :| (none) v | Default NS: {(none) v] [] Apply W6-32

Apply
O to all

Set empty Auta Secondary
] Patient ID ] Analysis Ab :

Sample Dilute Secondary Luminex Min

Well Sample Sample Date S Factor b Bead Cnt
250140 | e [ <] T =T
26(1.84) |10 || || 100 & Caolg vaten el
27104 11 - v | 100 HLA Fusion | Y
28(1.04) |12 A8 100 100 [Go=_ ]
Validation [Allbeads match

Sugeested Catalogs (Click 1o select and continus)

mgt Version

IOLM-20-0927 Rev.01
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° EEn:L.\-d_éﬂ_\’r/l‘(j:

— P24 1 ;EF (LABScreen Single Antigen)

‘ iojesiaeN

Current |

Luminex FlexMAP 3D/xPONENT - 42.1513.0 7 SN FM3DD 14231002 Template - [STADSIIOLSED_12

Session ID : 20170602 OCWS2017 LS 1A04_008_20170602_123337 | Date: |2017/06/02 Samples: [§

File Path : [c¥OLT FUSION¥data¥session¥L ABScreen¥20 170502 OOWS2017_LS 1AD4_009_20170502_123337csv

Gatalog ID : [L51A04NG 16_009 00 v)  [NOM/Imet: -

Quantiplex Beads | (none) ¥ [ Apply We-32
Set empty Secondary Apply =

OFemy Dhss & [x] Ca || Lcheok Control_|Nimoont ][ Detete ][ Patient ][ ciose |

Wel Sample Sample Date Sample Treatment Seplo it |Socondawy Lomac Mol 5| P Patient ID First Name Last Name Eihricty Eotens/
FAEN noots [+] [+]100 @ | In -
18(1,83) |Ad2901 =] =] ~|100 N y -
19(1C3) |Ad2902 - - ~ 100 B~ -
20(1,03) | Ad2903 - v ~|100 B N -
I21LLES) [Ad2003 = — =
l=]=] J

LABScreen Check NS

Selected NS: [NGU16

Catalog: LS 1AD4NG16_009_00

Default NS:  OLINS.LS1A04NG16_009_00

[0 Selected NS [ Default NS

200

Selected NS Raw  Count
NC 36 146
PC 20621 124

@ Column Graph

©) Point Graph

Q ITHAT

l »
| | | hl“ll.
ENRILERREBRSIGIESR

EEEE]

Add Default NS | [ Print Screen || Close

| Database Hame: | NewDatabase_20170601

IOLM-20-0927 Rev.01
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NC I ;& ) F

LI |

il

« HERITHRAUME

— BA'EEJI[l/ﬁ (LABScreen Mlxed)
A Fusior SRRCOOOREE

— PEt4¥mMm;E (LABScreen PRA Class T )

&, LABScreen Check NS [E= e
HLA Fusion~ COOO00000
Selected NS: NG ‘

VST TS (5 PRANC 5 015 01)

[0 Selected NS [ Default NS

1214 150
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Analyze Data Rerts Data Sample Patient Info Profile Utilities Help - Exit

OBOLSEQAEE A S L ¥R @ # 20

GCurrent | z
LABS [FiexiaP T07PONER 5
creen Luminex : FlexMAP 30/XPONENT - §2.1513.0 7/ SN F MDD 12299001 | Template : TSTAOIITOLSID.42 3
Session ID: 030617 SA1.010 QAP_JC_20170906_153036 | Date - [8/6/2017 Samples : [4 [
I clde Imported File Path [G¥OLI FUSION¥Hone Kone 2017¥Data¥LABScreen¥ 090617 SA1_ 010 OAP_JC_20170906_163036 05y
(] c:¥OLI FUSION¥data¥session¥LABScreen Catalog ID : [LSIAMNCIB_DIU,UU v] |NOM/Imet: -
CSV File Name Quantiplex Beads 1 (none) ~| Default Ns: [(none) [T Apply We-32
090 AP
= Second: App
0906 17_LSM_021 QAP_IC_treated adsorb | BEery ikt e = Owar Delete
090617_LEM_021 QAP_JG treatment Heat
LSM.021.QAP_JO treatmer Sample Dite  Secondary Luminex Min Bast Patient/
090617 PRA1.017 QAP_IC_20170906_152536 | Wel Sample Sample Date Sample Treatment  Source Factor A BeadCt M DB Patiert ID Fist Name Last Name Ethnicity Donor
090817 PRA2_016.0AP_JG_20170305_152803 | |25(1.04) | EEE [+] [+] [+] 100 1]~ - -
090617 5A2.012 OAP_JC_20170906_168312 | 26(1.84) |10 |~ |~ |~|100 E| N - -
090817.SUPP 1 003 OAP_JC_20170906_153552 | 164 |1 [+ [~ [+]100 B[N - v
0906 17.5UPP2_002 QAP_JC_20170906_154011 28(108) |12 [~ =] [~ 100 B N >3 2

|4\ User Name: | 1 Server Name: | (local)¥FUSION_SQL14Exp | Database Name: | 20151201 Ver| 410

IOLM-20-0927 Rev.01
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o T—AREEYIAATEE. NavigatorMbT—2ZESNE 18
K—EDEBEARUVET .,

&, HLA Fusion™
Analyze Data Reports Data Sample Patient Info Profile Utilities Help Exit

0AOAUAEEAAELUNENED #20

-TN 7
- -~ (=
Group: © Product () Test Date i“m" Session : 20170502_QCWS2017_LS1A04_009_20170502_123337 Catalog : LSTAO4NC16_003_00 Session Date: 2017/0
= =3
) Catalog ) Session Date 2 L o . " System User Sample Class | Clas
— s = = ion / Sample Y Patient LocallD Family Comment Coxriment Date Suggested  +-
171,43 | NCOT6 \ Neg |
] f Al i
o LﬁBType T 18(183) | Ad2%01 [ | ‘ Pos [
[+ MicroSSP | | I : | | i
19(1.C3) | Ad2302 P
=] LF\BScreen 0.3 ' b ‘

EREEEL

20(1.03) | Ad2903 T } \ l T
Field Chooser E | ————

» F:¥:

UQUBI? SM 010 QAP JG_20

| 21(1E3) | Ad2904 ‘

=gy NGO Analysis Date o
“ 201?0519 QOWS2903-04 LS 2::7:: —
090617 _SUPP1_003_.QAP_JC_ Class I 4PRA / %54
k 20170502 QCWS2017_LS1A0 Class I +/-

Class I Donor PRA
Class I Epitope
Class I Final
Class [ Sugeested
Class I Tail
Gonfim Date

n

Confirm User

SISISISISISISHSISNSHSISHS

Dilution Factor

Summry THIRADIFEHRA—ERTSNFET . Ch
SDIEB IFRT/ERR, B ZIMNAETY,

[v] More Test

[@] NC

Other Assignment

[¥] Patient 1

IOLM-20-0927 Rev.01
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== VERITAS

(LLID

Summary Report

Session : reQCWS_LS1PRADT_NC15_201280515_125702 Catalog : LS1PRANC1S_017_00 Session Date: 2018/06/25 |
. - . Class | Class | Class | Class | Class | Class | Min G
|j?-| Edit Paosition Sample r Patient Suggested  +- Final = PRA Tail Epitope BeadCnt MC PC PCMCRatio e
& | 101LAT NC Meg 0 MNegative Megative 100 J7.08 | 90825 | 117838 |
. oS . L !
2(1.B1) 3001 P 4 B44 B44 22 19574 | 1130974 | 5.778 |
7
. a oS ! . .
31.C1) 3001ad P 4 B44 B44 96 52669 | 11092.16 | 21.06 |
» & | 41.01) 3002 Pos 53 A2 A24 ARB ARS, | A2 ARE B5B.BRT | 43 11402 | 8559.1 7.506 |
B46 JAES A4 3
& | 501.E1) 3002ad Pos 53 A2 A24 ARB ARS, | A2 AR BSB.BST §| 65 14082 | 1011935 | 7.186 |
B46 AES A24 3

 fEEZEIE
— Min Bead Cnt : 501 _E
— NC: 15004 B
— PC: 5004
— PC/NCRatio : 2LL E

IOLM-20-0927 Rev.01
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1 va rsionem 0w *ﬁ{ZK@NC 75\1&L\0)-C-Ncml
@ D e e &1‘5&%%1@&1&3'75\?

raw of the Background MNegative Sample as the NC raw value, % r L \ L \ iJ EE*R

Replace NC Bead #001 = 158 with NS Bead #0071 = 22.7 7 (*ﬁ{$d) NC1_E 75\ NC[ﬂl 0)1 J: L) 1‘&
) L\H#k%zméhi?_o )

BRIKDONCE—XD1E 75\ L\D T,
The raw value for NC bead is highYou may use the lowest \\ al \ _E
fluorescing bead as the MNegative Control for this sample.
The NC bead for the background sample will also use the
corresponding bead. % K

Replace NC Bead #0301 = 538.25 with Lowest Bead #068 =

E%Eﬁgégromd N; ;;a;.tt C-C-jl = 949,56 with ;.m-;est I.’.;ad .!.*_C-EB Eﬂtﬁ ﬁg;ﬁ\NrE'[nl 0) N C t X

STULVWVZ 1ZER

[ LWLE (N}

The raw value for NC bead is highYou may use the lowest
fluorescing bead as the Negative Control for this sample.
The MNC bead for the background sample will also use the
corresponding bead.

EspI;;EINE Bead #001 = 1980.59 I"ith Lowest Bead #031 = @1$0) th\‘_x\\1lﬁ h‘slSOO%ﬁEi
and Background NC Bead # 001 = 73.31 with Bead #0371 = 84.627 TL\%%%[iﬁ@E%LT(T:éL\O

o

IOLM-20-0927 Rev.01
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VERITAS
BIERR e BIERRe

Sample 1D Z|c, BMET ST —S%EHETRIBLET, ¢

DEFE)«

" . —. L:ﬁH.ru'

e
o o (Related Record % 42 1) Jf?)*'

TDH 2 u- .
Slngle Antigen, Supplement 0) Sample 10 @a’&ﬁ%éﬁfhi?o +
ﬁ?’fﬁ;ﬁa”:\j‘ Q’Ejt/\'(kt%‘(b F9, ¢
lh . 4| Sinele-Antgen+
Illllllllllllllmnu... — =
&, e —
|II||u. — [ 5%
F3ssyzaaces Fusion3.5 LLETD R

o = H;\*I“T:w N\ DIERY VY

e B RS SN CLET RGBS TRAOEERT OEAED AT
e S;;I;;gb ETaNTLET. BADEND 2B (REOERI T Ty W..J.. = |
=], Pat inet - &b- Trackinge ““’;f"’ e
- Set Max Scale T3 F5 ZHERIMF D ORAIBEEEEN0[RETT . « ‘*‘“I'“‘“"' :
L,".‘!'.Q IR 15000 II IIII"l ...................
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ii?of‘
Epitope 7%_? ) 0F B &, FFEEDRIDA L FDICTERENET, ¢
m .‘ "." Y ..:
T——r-o B o
FRIEHIED VThreshold(Fgﬁ{E) TY, ¢ .
FIEASS B TIE X6 LAEFRRES LT WET . BE TERICEEL £9. «
(XB)«'
(x4
Tpitape Analysis Bessits
Savl-nple-» infé;rlr;;tion+' © -
.";.'.‘.'.“::';.‘ ]
@. =
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& AT 1|

= ————< 8

AF—INEEELET, »

(],

T7+NPREICRELET, «

1:[u-.m.*t:w.m.m‘l‘J

14 —Hy bF 7Y BANTAETT, -
1 k#7114 Utiltiy = Antibody-Product: Configration TERETE= 49, «

[x](assgnve ] Negative & Assign L &9, «
| [Rawpaa ], Raw-data ZBI7 A > KU TERTEET, «
Assign L7277 —2 @ Save ' TE &7, Confirm Z{E->THTILF v
JOTEREREET, «
(BEE) -
| save>> | |
(Confirm &dr) «
] = |
o
.
.
.
-
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LiBScreen-Single Antigen & Supplenent OF— R%FHEESLET, ¢
(LaBScreen Single Antigen M&) «

nnnnn
— sl w

— -
RNt TR ~ - el
[ QEEoy

T
1 ! lll'll HTTTITTTTTY e .

‘_l
(Supplement & F—A%EHS) ¢
'.'!ulu-t."l..‘&. rvas LoD
el g

) “ -

‘_l
‘_l
&
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* Reports>Generic Antibody> Antibody Custom®
JILE! ') ‘J’JL,CJ‘

—— = — = - — —

ata mpl Patie Info ies Help Exit

% &5 °§ & l 1% & b e #* 2?20
Typing LABType MicroSSP i BScreen LAT LCT 0 i atistica Miscellaneous My orite  Tool
E Anti Screening/Identification
E [Sessi Antibody Screening Results
EI WellPoSition
| seten ||

e Lik— INUDE*E’E ERL . Setup TL7R—
EMNAIEETY
o LIR—FZERLI=CENLGWNGEIL., B EL

(':)cié’o«kd)’\—“)d)——llﬁf‘ REZ{THOTLES
\O
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* L_ljj'é’% 1H [Z 7‘1‘/
HEAN. FAEDERS
ICLIR—FEZEAAL
SaveZx V) v ILEY,

e Lik—F&IELR—FIZ
RIRNEFIT DT
=2L71=20ly,

« BEHDEFEDLHR—
51?&7615‘%(32\
FryJIBEHZZEL.
RLGL5LR—FEEFA
AL TSaveLET,

IOLM-20-0927 Rev.01

WERITAS

& Custom Antibody Screening Report Setup

HLA Fuswn"

=

‘ L& BScreen Sample

ST PO

Patient Information

e
Patient ID. Mame (REGUIRED for this eroup)
[ Project Type

[138N

Ethnicity, DOB, Gender

[[] Disease, Status, Blood, Transplant Type

[] Address, Phore, Email

[] Spouse. Eme. Gontact, Employer

[] DCN, Hospital, Division
Danar Info

Molecular Typing
Antibody Assignment
Match / Mismatch

fidd MFI Bazeline
Acceptable Antigens
Unacceptable Antigens

Sera Typing

Sample Information

Sample ID (REQUIRED) [] Barcode
[] Svstem Comments [] User Gamments
[] Sample Source

Seseion Iformation

Session ID/Date (REQUIRED for this eroup)
[] Session Details:

Test Position, Catalog 1D, Locus Type,
Test User/Date, Validation User/Date

[ Mare Tests and Tests Remarks
[] Guantiplex/SFI

[cheok a1 | [ ncheok ]

User Settings:
Excluded Antigens, Positive Region
Threshald, Hormalization Formula, Allels
Level

[ NG and PG Walues, % PRA -or- Ks8
and Cutoffs by Region

Overall Results/ Assignments

Overall Pos/Neg
] % PRA

fintibody
Pozsible Epitope

O Other
[] % Donor PRA

[] &mino Acid Position

Epitope Analysis Results

fintibody Specificity (REQUIRED for this eroup)
CGREG Analysis Details:

TP, FN, Mean {Raw) of Positives
GREG Ghart, Gircle D54

Tail Analysiz Results

[] Antibody Specificity {REQUIRED for thiz
[ Tail Analysis Details:

TR/FP/FNATH, R Value, fiverage Score, %
Inclusion, Streneth Index

[] Manual Tail Azzienment

Test and Catalog Details

Bead ID or Test Well (REQUIRED far this
Test Values: Rxn, Raw, Normalized, Gount
[[] SFI Raw, SFT Normal

Sera Specificity Sort by: |Bead [D ~
fllele Specificity ® As¢ () DESG
[] Gutatf Summary
Bead MFI Chart

[] Rawr Data Baseline

[] Sort Antigen Using HLA Order
Ren Score [ Sort Alphanumerically

Check Al | |umm||' | save \'| Delste | | Cancal




R—r DR

e SetupZxV)voIL. L IR—FDHE NEHEE

ﬁ — . .

Test Results
Clasz I Clazz 1T AIIC
Overall (PexT¥eg): - -
SPEA -or - %54 7
Antibedy Azzignment: -
NS Diher Azsigmment: - -
Domor PRA: - - - -
Test Configuration Tail Analysis Results |Aming Acid Information

Check All | [ Uncheck Al | check Al | [ uncheck All tacbedy Assignmest Epitope And Amino Acid Pasition

[7] User Settings: [7] Antibody Specificity (Rl

Excluded Antigens, Positive Region [7] Tail Analysis Details:

Threshold, Normalization Formula, Allele ~ TP/FP/EN/TN. R Valu Amigned 44 Fositon Sera Alleles
o Level Inclusion, Streneth Inde} Epirepd
V] NG and PG Values, % PRA -or- %54 M I TailAesi !

and Gutoffs by Reeion [] Manual Tail Assignmer

[T
Overall Results/Assienments Test and Catalog Details ITﬁtmeﬁ“

Check All | | Uncheck Al | | Check All || Uncheck _ .
7] Overall Pos/Neg r] Other 0 Bead 1D or Test Well (F Threzhold  %a35A%8 HSAE hm %EAT PC NC PONC Formula Level Excluded Ag Ain ¥Bead
i == Clax I X5 13 17 26 31 14238 4 320008 Baseling Sarn 100
[7] % PRA [] % Donor PRA [] Test Values: Rxn, Raw, z
Dﬁ Antibody ] SFI Raw, SFI Normal Cut Off SIIIIIII_:I_? .

[ Possible Epitope [ Amino Acid Position [7] Sero Specificity g x5 X§ x4 X1
= Y Clazs T 5480 86 481 64 141635 _r 14162853411 1381210 (RER LA L E v
7] Allele Specificity — - . - ° . - -
Epitope Analysis Results Epitope Analysis .
Check All_| [ Uncheck Al S| NV T T T o e Lt B AU
L =l .
oot speciicy (REQUIRED for o o) | outoff Summery Class 563 1 0 1973892
[Vl-Bead- M Oliart B37 3 o 1638739
|| wREQ #nalysis vetalis: Raw Data [* BA2 1 « 1487727
TP, FN, Mean (Raw) of Positives iSort Artieeniliene] - - -
s 4] B38 1 ] 1231887
V] CREG Chart, Circle DSA —
04| [7] Rxn Score as 3 o 1074495
A2 2 2z 345387
Check Al |  [uncheckMl | [ Save | [ Delete | | Cancel
IOLM-20-0927 Rev.01
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* Setup
TE Lz

AL

Tail Analysis Results
| check All | | Uncheck Al
[7] Antibody Specificity (REQUIRED for this

[7] Tail Analysis Details:

TP/FP/FN/TN, R Value, Average Score, %
Ihclusion, Streneth Ihdex

[] Manual Tail Assignment

21)99L. LIR—hDH

o
o

KHzEeR

YERITAS

Test and Catalog Details

[ cneck an | [ uncheck Al |
[7] Bead ID or Test Well (REQUIRED for this
[7] Test Values: Rxn, Raw, Normalized, Count
[7] SFI Raw, SFI Normal
[ ] Sero Specificity Sort by:
[] Allele Specificity © ASC

IOLM-20-0927 Rev.01

o) iR
Tail Analysis
Specificiry Avg Score P FP N N E value Ylmclusion SerInde
Clazs I A28 1074 99 2 7 0 43 044 ileii] 1
B17 16387.39 2 7 0 43 044 100 100
Big 1131887 1 4 0 43 0.43 100 100
B4&3 1673892 1 4 0 45 0.43 180 100
A2 343397 2 1 2 43 034 ] b1
B&Z 1487727 1 0 3 3E 0.3% 15.67 100
Manual Tail Analysis
Specificiny Avg Score P FP N TN E Value Yelncluzion SerIndex
Test Details
Bead Fxz Eaw SFI Raw Nermal SFINermal Cot Specificicy Allele Specificity
ol 43.33 132
] 14238.19 143
M3 1 11005 Q 136 Al AM102
M4 B 56383+ 3491.65 116 A2 AWZAT
oI 4 e 25 666.25 111 A2 ANR207
@ DESG s 6 156076 141628 159 A2 A%2:10
) w7 = E78.91 S0E.TT 118 A2 AN21E
ME 1 #351 Q 163 A3 AM302
ol B 117863 1163141 116 A28 ARIE02
ol B 9T ZE SB38.57 134 Al A*2603
0lr 2 280,33 113.17 14 B7. Bwé E*07:14
23 1 130.91 1B.78 134 B&L Bwd B*13:04
oy 2 33408 1244 127 B&L, Bwd B*13:06
s 1 BE276 13.6 10  B&X Bwd B*1307
7 B 19947 36 1973852 137 B3, Bwd B*13:17
olE 4 637.25 339.04 1l  B71,Bws E*15:18
e 1 130,82 Q 123  B&X, Bwd B*13:20
0o 1 120.52 Q 143 B75,Bws E*13:21




R—rDEH

o SetupZV)vyL. LiR—bDH HEHFH
II-EL/-C:JE o T

Overall Results/Assignments Test and Catalog Details
[ Check Al | Uncheck Al | | check Al | [ uncheck Al |
[7] Overall Pos/Neg [ | Other [] Bead ID or Test Well (REQUIRED for this
[7] % PRA [] % Donor PRA [7] Test Values: Rxn, Raw, Normalized, Count "
E/__[ P.ntibody Ej SFI Raw, SFI Normal B39, Cwd, B45, B48, B62 B4003, B62, B61, B42, B62 B39 Cwl6, Cw8, B35, Cwl§ B39 B61, Cwl3, Al, A3, B35, B39, B41 B56 B62
[ Possible Epitope [ Amino Acid Position [7] Sero Specificity  Sort by: Bead Specificity Chart
[] Allele Specificity © ASC () DESG MFI

Epitope Analysis Results I:Raw

| check All | [ Uncheck Al |
[] Antibody Spet?n‘lcﬂy FREQUIRED for this eroup) 7] Bead MFI Chart
[] CREG Analysis Details: @] Raw Data [F] Baseline

Im GREG Chart, Circle DSA I [7] Rxn Score Sort Alphanumerically

CREG Table
[E) a0 () Ret Cirele: DS Poaitire 73 W3 8, a8
() Blue Circle: Non DSA Positive ‘\ ‘/ \I E@
Vellow Cirelé: DSA Negative 542 o A £ =)
[ » | Sort Antigen Using HLA Order
= 0 o s zm—zr—ﬂ—1|s 't =4 E
\ 902 3001 ]
— : N g ™ =
k) = A 3 “_\.m/_.? 4005 o
| @l Bead Specificity Chart
sls 8 = g5 ad Sero Allele Equiv e
(i5) 4 | 5@ & i
19)25 26 1" I = Hl—yus E . :_
N L
i & . ———————
@ 5109 —52 ———53 77 w—;3 58 i =
58 memm—9  |2403 w24 —' 80— 1 1© 1 | & 1=l i b
i 5102 —51 m—c 75 —y g7 :
210 — 2 @) | 1 \
1 B b T —7 76 46 g
3
203 2 % L)
ALOCU:  m— Sirung Crossereactivity BLocus  memm imng Cossereactivity
Cross-reaciivicy Cross-seactivity
CREG (Crass-reactivity Groap) CRED (Cross-resctivity Group)

IOLM-20-0927 Rev.01



R—b D {ERL
c (BB T ITHHTE

&, Custom Antibody Screening Report Setup

Twpe or enter the report name*:

i)
\__/

| LABScreen Sample

HERR, hy bF7

/ fntibody Aszienment

[] Lab Infor mation
Patient Infor mation

| Check All || Uncheck Al

Patient ID, Name (REQIUIRED for this eroup)
[ Praject Tyvpe

[]55M

Ethnicity, DOB, Gender

[] Disease, Status, Blood, Transplant Tvpe

[] Address, Phane, Email

[] Spouse, Eme. Gontact, Employer

[] DCHN, Hospital, Division
Donar Info

Malecular Typing

Sero Typing

Match / Mizmatch
fidd MFI Bazeline

feceptable Antizens

Unacceptable fintigens

Sample Information

Sample, Sessionl&#R

[ check Al | [ Uncheck All |

Sample 1D (REQUIRED) ] Barcode
Svstem Comments [] User Gomments

~

IOLM-20-0927 Rev.01

[] Sample Source
Sezcion Information

| Check All | | Uncheck Al |

Seszion [0/ Date (REQUIRED far thiz eroup)
[ Session Detailz:

Test Position, Catalog ID, Locus Type,
Test User/Date, Walidation User/Date

[] Mare Tests and Tests Remarks
[] Quantiplex,/SFT

Test Configurat ioﬂ
| Check All | | Unchbek Al |

User Settings:

Excluded Antifens, Positive Region
Threshold, Mgimalization Formula, 8llsle

Level
MG and PG falues, % PHA —or— %54
and Cutoffelby Reeion

Owerall Results/ fezienments

| Check All || Uncheck All |
COwerall Pos/Mez [ Dther
] % PR [ % Doncr PRA
Antibody
Pozsible Epitope

[] Amino Acid Position

Epitope finalyzis Rezults
| Check All || Uncheck All |
fntibody Specificity (REQUIRED for this eroup)

CREG Analysiz Detailz:
TP, FM, Mean {Raw] of Positives
CREG Chart, Gircle D34

CREGRf®

Tail Analvsis Rezultz
| Check Al | | Uncheck Al
[] Antibody Specificity (REQIUIRED far this

[ Tail Analvziz Details:

TPAFRSFHATH, R Walue, fverage Scare, ¥
Incluzion, Streneth Index

[] Manual Tail Azzighment

Teszt and Catalog Details

| Check All || Uncheck Al
Bead ID or Test Well (REQUIRED for this
Test Walues: Fxn, Raw, Mormalized, Count
[] SFI Raw, SFI Normal
Sera Specificity
Bllele Specificity

Sort by: | Bead ID

[ Cutatf Summary
Bead MFI Chart
[] Raw Data Bazeline
[] Sort Antigen Using HLA Order
R Score

[] St Alphatumerically

nMFIF ¥ —F

L3

® Asc (O DESG

Check Al | | Uncheck Al | |

YERITAS
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VERITAS

View Report

* View Report

R—rE LEIRF

17.5A1.010 QAP

EMRl, LFR— A

R—TBB, N-IB

mMNio, Z7A4ILDIHA

94 HENTEFET,

LABScreen
Approved By:

Patient
Patient Donor:

SetupO B RMENE T,

Patient Donor Match/ Mismatch
Session ID: 090617_SA1_010_QAP_K 20170906_153036
SampleID: 10

Sec Ab:

Treatment:

SavedBy: LT

nfirmed By:

Luminer:  XPONENT/FlaxMAP 3D-4.2.15130 / SNFMBDDI2233001

Local ID:

SampleDate TestDate: 5¢P 6 2017

Date fiov 27,2017 NS Sample: NCIS

Test Type: Single Class I

Class I ClassIT MIC
OverallPosNeg): Positive - -
Antibody Asignment A5 A32, B49,BSLB63BS], - -

B8, A23, B3§, BS2, B77, A24,
B33, 59, B37, A26, B4, B4,
A6 B3, A34, A2, B76, M3,

B*2

9%SA6 %SA4
ClassI X6 26 39 41 46

%SA2  PC NC
13640 9

PCNC Formula
157325  BaselLine

Level

Excluded Az  Min#Bead
Allele - 100

Mean (Baseline) of Positives

ClassT A25 1 0 1922011
A32 1 0 1585082
B49 1 0 123484
BS1 2 0 1210866
B63 1 0 1168656
B57 2 0 1120103
BS8 1 0 1108933
A23 1 0 1055579
B38 1 0 1038857
Bs2 1 0 1036226
B77 1 0 1015966
A24 2 0 9988.77
BS3 1 0 934755
B59 1 0 892737
B37 1 0 770469
B27 1 1 698224
A26 1 0 686943
B44 2 0 51195
=

I0LM-20-0927 Rev.01



L 7R—bk D {E R (Mixed)

Data Sample Patient Info Profile Utilities Help

L Q (25 8 A\ o8 EsA

Vv

YERITAS

Exit

] =

ient Generic Tvnina | ABTwvne MicroSSP Generic An | ABScreen ) L AT LCT Fle
nt |= ||—| | Samnla " Wiewar " Paticn LSM Details
(=
on: |= ||_| SessionID ASC Sessio @ e J |
v C O s | | > =" (5M Overview '
dle 1D | |[petee Product Compare
<
LABScreen
ificity| |
Datei EH — EH @ . Sessions Samples
o [z0z00403 ~ | o 0200091 v | , e SESSION x| TestDate | CatalogID
= 20201 .
7 Include all records 20204 Reports—>LABScreen—>LSM Details/LSM Summary
. 20201 S . —_—
s | s ] 20201 SERIADEIRSViewDEIZV) D

eric Antihodv  LABScreen

|| Pationt " il

Sort By:
= @ ( View
< = Report O
=
o

IOLM-20-0927 Rev.01

* LSM Details&LSM SummaryD ELELTHH A

LAT

ICT F]
11 Sample P¢ o

TEFET
LAR—MIl[ERDR—DIZIEEBLTEYET

?:%ll\\(T’éL\

*  Mixed®D L 7R—FILLSM Detail/LSM Summary
ZHENHLET




™ —k R 7K ( LSM Details )

YERITAS

LSM Detail Approved By: Date
Session ID: 20200317_LSMI12_021_20200317_113634
Camlog D LML G 2L 02 00
NS Sample: NC22 RT
Background Values
003 22312 004 218.67 005 EJIES ] o7 2173 B9 23305 02 23425 013 1945 014 217.51 016 260.11 07 22279
019 279.15 023 20538 025 1481 033 17458 035 133.87 050 161.03 065 1575 068 193,83 07 27.16 NC 8935
Positive Curoff: 15 Negative Curoff: 12 NC Threshold: 50 Class I a
Class IT Positve Curoff: 15 Negative Curoff: 12 NC Threshold: 50 Class IT a
AIC Positive Cutoff: 15 Negative Cutoff: 12 NC Threshold: 50
HNA 0
Patient ID: Patient Name: Local ID:
Status: Tramsplant Type:
Class L. = Class IT =
Overall Bead Result RawData Ratie Count Overall Bead Result RawData Ratie Count Sample Date:
[SLED] 22 RT Negative 003 Negative 22312 1.00 201 Negative 0235 Negative 1481 1.00 152 NC 8935 156
- 004  Negative 21867 1.00 169 033 Negative 17458 1.00 181 PC 10932.67 176
005  Negative 31141 1.00 167 035 Negative 153.87 1.00 164 PC/NC Ratio 12258
007 Negative 2173 1.00 178 050 Negative 161.03 1.00 172
008 MNegative 235.05 1.00 172 063 Negative 1375 1.00 182
012 Negative 23425 1.00 134
013 Negative 1945 1.00 193
014  Negative 21751 1.00 200
016  Megative 260.11 1.00 180
017 Negative 22279 1.00 174
019  Negative 27915 1.00 100
023 Negative 20538 1.00 173
MIC >
Overall Bead Result RawData  Ratio Count
Negative 068 MNegative 193.85 1.00 158
097  Negative 127.16 0.76 138

User Comment:

Patient ID:

Status:

Patient Name:

Transplant Type:

Overall

Class I =

Bead Result RawData  Ratio Count

Saved Date: 4 13, 2020
Confirmed Date:
Local ID:
Class IL
Orverall Bead Result RawData  Ratio Count

Sample Date:

IOLM-20-0927 Rev.01



"—F R AR (LSM Summary)

YERITAS

LSM Summary

Approved By: Date:

Session ID:
Catalog ID:
NS Sample: NC22 RT
Background Values
003 22312 04 21867 0= 4 007 2173 e 23505 012 23425 013 1945 014 1751 s 26011 07 12279
e 27915 023 20538 02s 1481 033 174.58 03s 153.87 050 161.03 065 1575 068 193.85 w7 127.16 NC 8935
PC 10952.67
ClassI Positive Cutoff : 13 Negative Cutoff: 12 NC Threshold: 50 Class [ Sensitivity/MFL 0
ClassIT Positive Cutoff : 15 Negative Cutoff: 1.2 NC Threshold: 50 ClassII  Sensitivity/MFL: 0
MIC Positive Cutoff : 15 Negative Cutoff: 1.2 NC Thresheld: 50

HNA Sensitivity/MFL: 0

= NC = - PC—s

[WellPesition] Sample ID ClassI Class IT MIC Raw Count Raw Count PCINC
[M1.G1] §V48x64 RT Pasitive Pasitive Negative 17.59 131 1121646 138 637.66
PagendD: I Patient Name: T
Sec. Ab: Treatment:
Saved By 11 Saved Date: 413, 2020
Confirmed By: Confirmed Date: Sample Date
Comment:

User Comment:

IOLM-20-0927 Rev.01



FusionMIEIERE — R — Y.

Sample Sample Patiert ID

¢ Sample Name\ Patient ID':OL\T vj.::t;n;ssn QEST;EDE-"%HBC

Sample Name
BRIKIZHD
- ff— 3’6& 2 RS EMTO BN TES,
4  EAbMER

Well Sample Patient Sample Date Session Catalog ID Local ID ImetWer
2(1 B1) 10 090617_LSM_021 QAP_JC  LSM12NG18_021_00

42(1 B6) 10 : : 090617 SUPP1_003. QAP LS 1ASPOING18.003_00

— Patient ID Patient Info->Manage Patient
° lu\%'l‘zﬁtiﬁo) MEE &, Patient/Danor Infarmation - -

General Info | HLA Tests |Oreatinina Tests | Transplant History ITraatment Hiztory: | Crozsmatch Result‘ ID: 54321 Name: Doe, John
‘ Associate Sample IDs H View Sample Summary | | Associate PRA Donor Groups: |

HLA Assignments Molecular

Class I Class I
a B ) DRE1 DRBE3 DRB4 DRES DaB1 DAl CFPET DPAL
23m 41:02 0401 11:04 01:01 0301 0102 01:01 0r:m
3101 5301 17:0% 1302 0201 06:04 0508 0301 0101
HLA Aszignments Serology Only digits, "BLANK", “Low”, - and / are accepted in seralogy fields
Class 1 Glass I
A B Bw G DR DR(51,5253) Da DF
23 4 4 1l 52 7 1
31 a3 17 13 52 ] 3

IOLM-20-0927 Rev.01



FusionMDIR{EA &

* Sample Name. Patient IDIZDULNT GERABI)

— DSADH|FE

IOLM-20-0927 Rev.01

—FHE —

(LABScreen®MF5|Zp25)

Patient I 54321

Molecular A72301, AT31.01, B741:02, B753:01, CH04:07,

Typing G*17:03, DRE1711:04, DRB1713:02, DRB3*01:01,
Sero A23, 431, B41, B53, Cwd, Cw17, OR11, OR13,
Typing DRS52, DREZ, D07, DOE, DF, DP3

Corce Tnfo

Donor D 2345 -

Molecular  A"DZ01,4°24:07, B*15:01, B*52.01, C*0Z:03,

Typing C*12:02 DRB1*11:04, DRE1*14:04, DRB3*01:01,
Sero AZ A24, B6Z, B3Z, Cw3, Cw1Z, DR11, DRA4,
Typing DR52, DOT, DQS5, OP1, OP2

Final Azsignment

A11,B13 B18 B35 B33 B30, 841,842 A44 B4F B46 E4T B49 B50 BS

1 B52 B53 D54, 055,055 057,056,050, 060,061 D62 BEIBETETI B~y

Dirag & column header here to group by that column
Antigen D54
= A2 Mis match
As02:01 42475
A02:03 45154
AR08 438.01
Antigen DsA
= A24 Idis match
A=r402 34335
Ar1403 460 34
Antigen 0sA
= B2 Mis match
B*15:01 11966.23
Antigen DSA
= B52 iz match
B*52:01 6567.295
Antigen DsA
= Cwi2 Wiz match
G203 400.55

Matched Ag

Migmaiched Ag

in Final

Mismaiched g

Mot in Final
Aszsignment

Collapse All |
H

Close

a

.

-

"

e

= ‘,::Eﬁaﬂrfur_nsa
- ,'::MHFEﬂmDSA

== ,'::Ei‘?d’ B iR

- :: Fh—# A £ g

BRE & HITE L bk

YERITAS




FusionMIEIERE — R — Yy

 Sample Name. Patient IDIZDULYT

(FE R

— FhEFEnNEHAEDHHE. Single AntigenlZ&EAMFIDZEEZE ST 571k

95, (LABScreenDF 3| Ep27)

Line(Time Scale) | Column | Column (spec) | sample Dilution | LSM Ratio Line (Time Scale) |
200186 Class |
18014 Patient ID : patient! Patient Name : tarou, verifés
i §

MFI (Baseline)

MFI (Baseline)

[ A*01:01(A1) Bl A*02:01(A2) 0 A*02:03(A2) Bl A*02:06(A2) B A*03:01(A3) Bl A*11:01(A11) Bl A*11:02(A11) D A*23)

(@ DPB1+01:01(DP1) B DPB1+02:01(DP2) @ DPB1+02:02(DP2) M DPB1*03:01(DP3) M DPB1°04:01(DP4) ]

IOLM-20-0927 Rev.01



BT EX E

. FRATICAWS

BREERETEFET,

Utilities > Antibody Product Configuration > Set Analysis Configuration

Fusion™

YERITAS

2Data Reports Data Sample Patient Info Profile [Utilities Help Exit

ﬁ f.—l)

Product Cat:

> 1
" LABType ||
N
v

Update Reference
Catalog Template Association

Molecular Product Configuration
Antibody Product Configuration

General Settings
Products Selection
Validation

Switch User
Switch Database

Create Combined Products
Set Default Negative Value

&

Audit Log: N/A

PC,NC,E

IOLM-20-0927 Rev.01

wsea=rr- 11 M
Version 4.1.0.139
Seiting us_englisk

—ZAAGN VA TIEED
ZRIZFEVET,

Z D, BEITICEET 2ERTE

-
& Analysis Configuration Settings

Bl DIERR

=

~

00006 d

Product Type: LABScreen Single Antigen
/ - [l Gw Include
Threshold : X6 w| Formula
[ DOA/DPA Include \
Low Bead Count *: 50 CREG*  OLI v [Edt]
NG Raw *: 1500 Epitope:
Low NG % *: 75 ClassI  OLI v  [Edit
Low PG *: 500 Class I OLI -
Low PG/NG Ratio % |2 MICA: OLI v
Negative Sample Criteria
Normal Value of First Bead < [ Display Graph Raw by Default
Q:rmai Value of Third Bead < —
. . PC,NC,Bead:%E
[ Do Mot Display Warning Messages
] Swap Bead if NG is higher than all Beads
" N a1
nMFID 7 27, hy b FT7DERE
User Defined CutOff )
[ Set Max Scale Class I Class I
Baseline  [10000 ] xe>= | | x| |
s 5 | X6>= | | X6>= | |
X4 == | | X4 = | |
Raw [To000 |
N X2 >= I | X2 == [ | J
[ Auto Accept All [ Use W6-32/FJ Factor Normalization as Default
[ Hide Tail Analysis Window [ Use Mean of Normal in Epitope Analysis
[ Exclude Patient Typing [ Use All Beads to Calculate Mean in Epitope Analysis
[ Use Active Formula for Match/Mismatch DSA Value
*: Required Field Reset to OLI I | Save ” Close




e

l

p

&, Analysis Configuration Settings

Product Type:

LABScreen Mixed

=

2

I\

Low PG/NG Ratiok: |2

NG Rawk:  [500

Min Bead Count: I5U

Low PC#*: |5|][|

|
|
I
|

[ Display Graph Raw by Default

[ Do not display Warning Messages

] Swap Bead if NG is high

[ Swap Bead if NG is higher than all beads in sample

[ Set Max Scale
Class I:

Glass I':
Mic :
HNA :

[ Display HNA tab by Default

* : Required Field

Reset toOLI | |

Save

OO0O0C

-
& Analysis Configuration Settings

A
U

Product Type:

= =)

LABScreen PRA v

000004

Low Bead Count %= |50

NG Raw *: 1500
Low NG % *: 75
Law PG *: 500

Low PC/NC Ratio *: (2

CREG*  OLI v
Epitope:

Class [ OLI v
Class I  OLI v

Negative Sample Criteria
Normal Value of First Bead <
Normal Walue of Third Bead <

[ Display Graph Raw by Default

[ Do Mot Display Warning Messages
[] Swap Bead if NG is higher than all Beads

[J Swap Bead if NG is hieh
[ Swap Bead if Low NG

User Defined CutOff

[ Set Max Scale Glass [ Class T
Baseline  [10000 e I R
Ratio  [6 | xex=[ ] xe=[ |
Raw  [10000 l xee=[ ] oxe=[ ]

O Auto Accept All
[ Hide Tail Analysis Window
[ Exclude Patient Typing

[4 Use Mean of Mormal in Epitope Analysis
[ Use All Beads to Calculate Mean in Epitope Analysis

IOLM-20-0927 Rev.01

* : Required Field

ResettoOLl | [

Save

Close

ELAMBDA © ® @

YERITAS




NaVigatOr_%/ N % VERITAS

Analyze Data Repor

DHE

[F
3
‘Sorted Select Level Z;:
[ Select @ SessionDate () TestDate () Sesson () SamplelD () Patient ID g
Session: ¥ v | @00 972272017 Session Info “ I —
-] 9/26/2017 ; 7 ‘. 7
= Session: | ] 1 D t J \ J
* ) 9/23/2017
el ‘II -1 9/28/2017 . a a
-1 10/4/2017 Catalog ID:
-1 10/13/2017
-1 10/23/2017 Catalog Type: [ |
L 10/28/2017
-1 10/30/2017 2
o -1 10/31/2017 s
nor ID: a1 11/6/2017 Sanple ot 2 S . D > - \
11/10/2017 e [ ] t
WAs/aoe . Dession ate Z
1/15/2017 Analyzed Samples: |:|
1 11/20/2017 — — N
Family ID:  * L1 11/22/2017 Confirmed Samples: [ |
3 1172272017 T — 1
= 5.0 1172972017 Archived o
sonStates: £ -] -1 11/30/2017
Catalog Type: System Comment:
Catalog ID:  * i
Test Date: [ [E} 3 F - d I "
Session Date: /1672017 ™ 11/30/2017 . I n J
g — e
Save

Gl 201740

Session Status: [* "]

Catalog Type: [* v]

Catalog 1D: * -
Test Date: @~ &-

Session Date: 2017704700 - = 2017706512 -

| Reset | | Find |

[7] Expand All Sessions |[ Translate Alleles || Print Session Log || Archive ][ Unarchive || Delete |[ Close |

Archived/Active:

[*
| User Name: | 1 | Server Name: [(Iocal)¥FUSl0N_SQL14EXP | Databas

IOLM-20-0927 Rev.01
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FETRER DR A

o
| et

~--EggE

A B oW o3 % v o8 oy ¥ @ 4 v = @ o= 4 w 8 8 ¥ E B H ¥ B 8 ¥ ¥ B ¥ 4 & ® 4 4 o
B = = = % ¢ 8 8 ® 3 8 T P 3 B I & Z ¥ B & 8 ® = 3 ¥ 3 ~ 3 # B 2 ~ & B I ¥ OA C'AAA' BB BN AABBEABE 888
= B & % 8 8 3 & B B 8 2 B 2 3 I ® oI B B B L L & & L B ® & 3 B E E E B H 2 om ‘B BRARRARA wR BE BB
™ s @ @ @ @ a & 2 8 @ 8 ° @ » B @ &2 2 @ & & & 8B @ & @ 8 @ 4 B & @ B 2 & 24 DO AEANANNNBNNNSLNNNNBYGEAUN
B - e - R = R - = = B e T T e e R
0 8 m = & 4 v = B B = w + @ % v om o8 & N 8 & 8 v om v 8 & 4 & - 8 8 & & E & D u--m-iAMsMBEEM-a-mE-a-msao
by & 5 oo o oo s z = 2 2 2 = = = = %~ 3 = @ = 3 8 § = = = F ~ T % = = o° =z B = ooE
Class 180 o
[pe: caaz) esse.es =0 Classd L
: (081 11087 o T e Comguted Azsignment  Positive Compuler ASEDnMent  Megalive

2= 1 Posite Final ssignment ® Posire

! © Negame O egatiee
O undetarsined O Unéatermines

a8 | Clasa va | Sl

mimhl,

bty g g

= = K 2 3 &8 % 3 8 F ¥ F B I & 3 9 B 4 3 % = 2 F P o~ B ¥ # T ~ 8 EE #@R’ B2 a8 RABEBARL  BA8
= I|* I o s s w8 225 3 % owos e T ozt xomogowos s 8 538 T oxow =B £ 3 w T w o omopgatemip 2% meie n
¢ & v ~ e %~ ° 5 ° ' § & ' T 3 3§ & o & & ~ I & @ & F 5 ¥ & v ~ F v I F 4 & B ~f'ezITZceIe’ EEN’ EZge wud

Ciasst Classh e
Gomputes Assigrment Negaiive ‘Computer szignman Negate ComputarAssignment  Megatwe
Final Assignment @ Pasitin Finai Assignment O Pasitve.
O Hegatne ® Negane
O undetarmined R
| More Test Save>; Confirm>;
et ‘Adusted Cutoff, | a i Dars, > 2
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BTEEmORA Yy

Class I

[
| |
fEE YA

NBG Ratio | 724y

St R UBE1EDY
O
[2HBHE—XIFT
L—RRELGD

Class &I
p—

Statistics. -
po- (000 o1 e case ue NBG Ratio®)

IC: (001) €05.51 EEMTELETEEITEL PR Computer Assignment  Positive ComputerAssignment  Negative

bc/mc: 14,81 =

IC Threshold (CL1): 50(50) Final Assignment @ Positive Final Assignment @ Positive EE =$

IC Threshold (CL2): 50(50) O Negative ) Negative A

Cut-off Default Current

CL I +4ve 1.5 75.¢€ O Undetermined O Undetermined

CL I -ve 1.2 s6.2

CL II +ve 1.5 37.9 — — [ Mo Te
cL Tt Cve 12 253 ) TComments] NC Raw >=500.NC Raw >=500Adjusted CUEOTT. ‘ 45“I| —— ”Is.-we» H P —

BIERUVBRIEDHYM TSAVIEFHTLETICEN T CENTEET
HELRIIVIM BHHELERERNRRESNET N, FHTEETEFT

I0LM-20-0927 Rev.01



HITE 753 ~.

* NBG RatioD{EZ{FERALTHIET 5

- BalE
AV U EOE =X 1D TEHHEHE
— P24

« ETOE—XMEMEHYTLT

* AV EDORAE [LF5EE1.5, ZE1.2L
BOTHYFEI A, VILDT I+ ILEEREE
THY ., A—N—DOHBETEDHYFEA

+ B TORET . BREEHBALOLET




NBG Ratio

YERITAS

e NBG Ratio = Normalized Background Ratio

- Bt

Wabss

FRIADEE—XE-RIADNCE—X)
/(NC

mDE

S (il

Bead
D

001
002
003
003

004
004
004
005
005
005
007
oor
007
005
009
I0LM-20-0927 ReV.01 '~

Class

NC
PC
|

Sample
Raw

809.91
9094 41
554547
E545 42
5545.42
158504
15660.4
15660 4
14819.17
14819.17
14819.17
16417.99

16417.59

Aca47 nnl e

Sample LSNS
NC Raw
609.91 |[40.67
609.91 (987395
609.91 |[166.77
609.91 [166.77
609.91 |[166.77
609.91 [144.37
609.91 (14437
609.91 [144.37
609.91 (19234
609.91 [192.34
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