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Sequence-specific capture
— Low-abundance cDNA from libraries

— Mutated sequences
— RNA/DMA infectious agents
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Single-stranded template

— DNA-/RNA-binding protein isolation
—+ Solid-phase DNase footprinting
— Solid-phase 51 nuclease mapping

— Subtractive hybridization
— Differential display

— Microsatellite enrichment — Subtractive hybridization

— Differential display

— Limes — Limes
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Biopanning

Protein purification

Cell isolation Immunoassays

— Competitive/noncompetitive
— Homogeneous/heterogeneous
— Sandwich assays

— Intact protein complexes
— Active enzymes

— Immunoprecipitation

— Protein interaction studies
— Protein depletion

— SDS-PAGE

— MALDI-TOF

— Phage display

— Cell-based screening
— SELEX®

— Affibody® selection
— Drug screening

— Cell culture

— Flow cytometry
— Cell-cell interactions

— Chemokine and immunclogical assays
— Bacterial pathogen detection
— Molecular analyses
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DB11205 Dynabeads M—280 Streptavidin 2 mL
DB11206 Dynabeads M—280 Streptavidin 10 mL
DB60101 Dynabeads Kilobase BINDER kit 1 kit
DB60210 Dynabeads M—280 Streptavidin 100 mL
DB65001 Dynabeads MyOne Streptavidin C1 2 mL
DB65002 Dynabeads MyOne Streptavidin C1 10 mL
DB65305 Dynabeads M—270 Streptavidin 2 mL
DB65306 Dynabeads M—270 Streptavidin 10 mg/mL
DB65601 Dynabeads MyOne Streptavidin T1 2 mL
DB65602 Dynabeads MyOne Streptavidin T1 10 mL
DB65801 Dynabeads Streptavidin Trial Kit 1mLx4
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