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PCR #:{i% : MJ Research Tetrad 2, Applied Biosystems 9700 & 9600
TR 2
TE-buffer (10mM Tris-HCL, 1mM EDTA, pHS8)
10% Chelex-100 in TE-buffer
PCR grade water
10 x PCR buffer (200 mM Tris-HCI (pH 8.4), 500 mM KC1)
50 mM MgCl,
dANTP-mix (each 1.25 mM)
Platinum" Tag Polymerase 5 U/l (Invitrogen)
1.5 — 2.0% agarose gel
Loading buffer
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Mastermix:

PCR grade water 11.1 L
10 x PCR buffer 5.0nL
50 mM Mg Cl, 3.5uL
ANTP-mux (each 1.25 mM) 8.0uL
Primer Mix 4.0 pLL
Total 31.6 pL
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Step Temp. (°C) Time
Imtial denaturation 93 2 nun

35 cvceles of:

Denaturation 94 50 sec
Annealing 62 10 sec
Extension 72 30 sec
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Final extension 72 3 min
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