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Sample
NC
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W Patient

Class |

Suggested

Neg
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Pos
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PC:500LL E
PC/NCRatio : 2LL E
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+- Final
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Tail
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HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Megative Sample as the NC raw value,

Replace NC Bead #0071 = 15.8 with N5 Bead #0071 = 2277

[

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The MC bead for the background sample will also use the
corresponding bead.

Replace NC Bead #001 = 538.25 with Lowest Bead #068 =
201.95

and Background NC Bead # 001 = 99.56 with Lowest Bead #068
= 281.867

[FLrY) AINEA ()]

HLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The NC bead for the background sample will also use the
corresponding bead.

REpIaciNE Bead #0071 = 1980.59 Inth Lowest Bead #031 =
650,65
and Background NC Bead # 001 = 73.31 with Bead #031 = 84,627
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Class1&1l

NBG Ratio® RATEER D
Statistics [
- (002) S0s4.41 @ II - . o Class Il MiC - A
iC: (001) €05.51 omputer Assignment  Positive Computer Assignment  Positive ComputerAssignment  Negative EE EN 1% %
= = ?
NC Ihreshold (CLL): 50(50) Final Assignment @ Positive Final Assignment @ Positive (=1]\")
NC Threshold (CL2): 50(S0) .
Cut-off Default Current O Negative O Negative
CL I +4ve 1.5 75.6

O Undetermined O Undetermined

CL I -ve 1.2 s6.2
CL II +ve 1.5 37.9 — —
CL IT —ve 1.2 25.3 ‘Comments/ NC Raw >=500.NC Raw >=500Adjusted Cutoff.

-t
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e NBG Ratio = Normalized Background Ratio
« EHAE
(BAEDEHE —X{E-HEIERDNCE —X1E)
/INCIN;E D FE —XE-NCILEDNCE —X1E)

E'ead Class izple ﬁmple IF't::JVS hg”s fl g:t[i;o \Baseline Rxn Count 51
001 NC 608.91 |609.91 |40.67 (4067 |0 187

0oz PC 5094.41 |609.91 |9B873.95|40.87 ||0.8528 160

003 I 554542 |609.91 |[166.77 |40.67 | [39.1396 1309.41 1 151 Al
003 I 5545.42 |609.91 |166.77 |40.67 | [39.1396 1309.41 1 151 Al
ml 554542 |609.91 |[166.77 |40.67 | [39.1396 1309.41 1 151 Al
004 | 15660.4 |609.91 |144.37 |40.67 || |145.1349 4946.79 8 104 A2
004 I 15660.4 |609.91 |144.37 |40.67 | |145.1349 4946.79 8 104 A2
004 | 15660 4 (60991 |14437 |4067 | |145.1349 4946.79 8 104 Al
005 I 14819.17|609.91 [192.34 |40.67 | |93.6854 4057.59 2 124 A2
005 | 14819.17|609.91 |192.34 |4067 | |93.6854 4057 .59 2 124 A
005 | 14819.17|609.91 [192.34 |40.67 | |93.6854 4057.59 8 124 AZ
007 | 13566 (4067 J|171.3383 6180.44 8 108 AZ
007 | 135.66 (40,67 | |171.3383 8 108 AZ
007 I 13 40.67 | |171.3383 8 108 Al
009 | 16417.99|609.91 | 1684.23 |4067 | |127.9385 8 115 AZ
009 I 16417.99/609.91 |164.23 |40.67 | |127.9385 2, 2 115 A2
= e e e e e e 15
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. LSM Detail

Session It 200907_LSMO022_NC023_20200007_124154
Catalog LSMI2NC23 022 00

NSSampls O

Backzrowsd Values
00s 12121 007 13231 008 12979 013 11474 018 12836 00 12909 041 12349 043 13309 053 13332 055 12696
061 12884 062 14313 0% 52 081 10918 083 10739 084 6602 0% 935 09 906 100 9009 NC 1147

PC 1212247

ClassI  Positive Cutoff; 1.5 Negative Cuboff, 12 NC Threshold: 37 Class]  Sensitivi/MFL O
Class T Positive Cutoff, 1.5 Negative Cutoff, 12 NC Threshold: 30 ClassTT  Sensitivig/MFT: 0
sMic  PositiveCwoffl; 1.5 NezativeCuoff; 12 NCThreshold: 30

HNA Sensitivi/ MFL: 0
LocalIDx

Patient ID: Patient Nama:

Statuz Transolant Type -
Class I Class II.

Bead Result  RawData Ratio Count Bead Result RawData Rato Count Sample Date
[2(LBUIFL.1-64 005 Positive 8315 1621 112 078 Undsterminsd 9578 149 157 he 2116 168
007 Positive 9776 1913 192 081 Positie 23202 422 163 PC 927836 145
008 Positive 62227 1202 147 083 Negative 6814 054 155 PCINC Ratio 4385
013 Positive 84977 1657 101 084 Positiva 13778 133 132
015 Positie 95122 1860 100 096 Negative 755 109 151

Positive
Positive

77582
70383
88308
Positive T06.34
039 Positive 69843 1355 142
061 Positive 63073 1239 13
Positive 84217
MIC

Result RawData
Negativa 083 MNagstive 2483 0.07 147
Megativa 2272 0.03 170

11 22, 2020

£ TOHE—XMDNBG Ratio*®®
E—XAO MR REIND

1

L

1 zefz0z0 HL AFusion™ 4 4013925 Pagzl ofl
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LSM Summary
Approved B Date:
SessionID  200907_LSMO022_NC023_20200907_124154
CataleeI:  LSMI2NC23_022_00
NSSample G
Backzround Values
05 12121 007 13231 008 12979 013 11474 018 12836 030 12909 041 12349 043 13309 083 13332 059 1269
061 12884 082 14313 % 92 081 10928 083 10759 084 6602 0% 955 099 908 100 9009 NC 1147
PC 1212247
Class T Positive Cutoff: 1.7 Negative Cutoff, 12 NC Threshold 30 ClassT  SensitiviMFL: O
ClassIl  Positive Cutoff: 1.5 Negative Cuoff: 12 NC Threshold 30 ClassIl  Sensitivi!MFL: 0
MIC Positive Cuteff 1.5 Negative Cuoff: 12 NC Threshold 30
HNA  SemsitiviMFL 0

e = NC———> =« _PC—s
[WellPosition] Sample ID Class I ClassI  MIC Raw Count Raw  Count PCNC
[2(LBLIFL1-64 Positive  Positie  Nagative 2116 168 9278356 148 4385
PatientD: Patient Nama
Sec. Ab: Treatment
Saved By: L1 Saved Date: 1 2z, 2020
Confirmed By Confirmed Date: Sample Date
Comment:
User Comment

B/ IZIEDFERDARTSND

L1

P12z 2020 HLAFusion™4 4013525 Pag=1ofl 20
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HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Megative Sample as the NC raw value,

Replace NC Bead #0071 = 15.8 with N5 Bead #0071 = 2277

[

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The MC bead for the background sample will also use the
corresponding bead.

Replace NC Bead #001 = 538.25 with Lowest Bead #068 =
201.95

and Background NC Bead # 001 = 99.56 with Lowest Bead #068
= 281.867

[FLrY) AINEA ()]

HLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The NC bead for the background sample will also use the
corresponding bead.

REpIaciNE Bead #0071 = 1980.59 Inth Lowest Bead #031 =
650,65
and Background NC Bead # 001 = 73.31 with Bead #031 = 84,627
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= || 2 ‘ﬁ“dAﬂ” Sort Ag H&)rtLoculexd‘ = (<loes cmruﬂmu{:m‘mme B
? X8 X6 X4 X2
nMFI{i&
15000} - - -
5000}--
? Monrrnonaasas .
LI L L r—r—rr— 11— 1T 11 1T 1T 1T 1 - 1T 17 1 1T 111 1 rrrrrr1 T T T 1T T T T T 71T TTT 1T T 1T 17T 1T T T T T T T T 17 T T T T T T T T T T T T 1T T 1T T T 1
© g T ©REGAERAEGHERRFEIIBER TS U EE"FES S B IEYR R REFE ¥ ¥ PR Y BV A EEE Y EYEIE SR EGRSLEF s F Y g I3 E LN EYHEE T EIECCR SRR
M E o FofFo o BEL e 200060 o o0 i FEFFEFEG e -0 0o 0065000000 BcfooFoaocoaaoa o Do oA a6 a0 a0 0T e oo oa a0 00l o i a oo BB BS G
& & & & & & Es TEEE S EL & & & = & & £ & & # T LE &EFEFE
B, , &, 8, 85, gFesefess Sy, ,,,,, £ SLAFSLLIIISSTH S LS, S, FELER2S, &, S, ,, ., & &, L 8E, &,
& & & F & EFEFLETLHELEFEF R e FFETELHL LTSS R & &F & AR eSS & & A& # & ® F L
-
BU 7 LIVIEER. CREG
C . & , &8 .8 & ELE S5, 5, 88 L&, &, & L&
& & ¥ & LT E &R & £ & F & & & &
N«c‘:«u) 1C(19) 1c [ ac [ sc [ 7c [ ac [ 12c Bw4 | Bwt
i‘ = = (= = [= = [= = [ [= = = = = 2 2 & [= = = = [= =
:(002) 5621.8 5 - %6 %6 | m N hA == \
NC:(001) 45.4 pec.  >= < ean (Ba. .. Final Assigrment [BEB] DAg Manual New [u][*
BC/NC:123.828 B54 1 0  15953.18
85A:22 a2 3 o 15318.4 ~ | | Sp=c-
Curess o= Cassens B38 1 o 1sés2 PO = by — L b=
Xz 132.97 ZRa] Ea*umﬁ%(xﬁui)%im o *Jﬂiﬁ%ljﬂﬁ
x4 333.82 302 B55 1 o 14993.2
X6 276d.¢8 c4.¢8 B5% 1 0 14336.69
S [t3-EHL nesg 1 0 13036.98
ResultType: Default
cluded Antigen RES 2 o} 12480.39 w -
"k — — [ ~ ][ x ]| assign-ve
|[=mn ) oy
Fol s} v I~ 7]- 7. ‘(—Svstem): || ‘ Low NC Raw Value. Use all beads to calculate mean in Epitope Analysis. Other Assignment: ‘ | Combine
~ —_— [] More Test —
= g I~ A )l’{IE ks gen | | ::s:me | — Confirm>

nMFIDFESR
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nMFI& &

* nMFI = normalized Mean Fluorescence Intensity

— LABScreen Tl Trimmed MeanD{EZnMFI&EL THE,
e HLA Fusion_E TlZBaselineéL TR

1C(10) 1C(19) 1C
EEEEEEEEEEERREERE
£ £ 1=
Statistics
BC:{002) 12527.08
NC: {001} 2.52
BC/WNC:1411.108
%5R:-20
Cutoff OLI Current
X2 1l080.7 10a0.7
X4 1080.7 10a0.7
e 1831 1231
X8 45%9¢.01 45958 _01
BesultType: Default

Excluded Antigen

| 11

Famul{ Bazeline

Comments/

hnr.]umﬂ [ Locus Cutoff
- (System):

o]

Vv

YERITAS

Bead
]

Sample
Raw

&.92
12587.08
21706.26
63.38
51.32
91.56
32.35
6705.78

£n
[=F]

389.77

—
=]

.
e
(]

24
10979.8

(=]

Sample
NC

8.92
8.92
&.92
8.92
8.92
8.92
8.92

oo (=) oo
(3=} 0w (3=}
Pud | P | B

(=)
0w
ra

L5NS
Raw

100
12066
93

a5

T3

LsNs/

NC
100
100
100
100
100
100
100
100
100
100
100

— |

(=) oo

oo
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%‘10000
ﬁ 8000
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NnMFIDETE X Y

e &K
nMFl=(RADEE —X{E-HRAEDNCE—X1{E) —
(NCIL;FED R E —X{E - NCIL;FEDNCE —X{E)

/

Bead Sample Sample LSHS LSHS . HBG

D Raww MC Raw HC B e D
077 17210.08 |319.22 155 32 |21.77 17357.31 | 2 142
0zs 16957.76 |319.22 2486 |21.77 16575.45 |h3.63 a 140

RIADEE —XE-FRIADNCE—X1E)
S(BBRIKIZBTEHN\VITIURBRE)

e (NCIFEDHE—X1E -NCI;FEDNCE—X{E)

S(BE—XDN\VITSURBFE)

o
VS
]
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Product Typel&LABScreen Single AntigenZ 2R
' ] FormulalXUser Cutoff(Baseline)z 2R

Threshold x6 | L L D351 TT D T, [X6> | DIE
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ERNISR T GENISRTDOANETY

[x81~Ix2 | DETHIERIZHIEZAALEGLE
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MEDANTTE.saveZ2 L TRELET

31



O—AXRIEIZHREZ S

[Sort Ag1Z& 0y LA—hAXIEIZ
WAREZ

[Refresh1Zx91)vI9 HE
TIHILEDRTRIZES

BEENIE(Z 3 5%




O—AXIBIZHEREZ S

[ ]

[Sort AglZHEH")voL

afBIE(ZHERE R

o B IE 3 51

33




SR 2MDRHT

DP R TADQD
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HIEST HEEIL.
BEHD EBLIZL B,

EMILE

% =

Vv
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= — X2 2FEFEDHLAIE D

)‘_X“O)
— )

39 rDQ0201A0201 DQA1"02:01, DQB1"02:01 DQ2
40 rDQ0201A0301 DQA1"03:01.DQB1"02:01 DQ2
41 rDQ0201A0401 DQA1704:01,DQB1702:01 DQ2
42 C4987DQ0201 DQA1"05:01, DQB1"02:01 DQ2
43 rDQ0202A0201 DQA1"02:01, DQB1"02:02 DQ2
44 rDQ0401A0201 DQA1"02:01, DQB1"04:01 DQ4
45 C4107DQ0401 DQA1"03:03, DQB1"04:01 DQ4
46 rDQ0402A0201 DQA1"02:01 ,DQB1"04:02 DQ4
47 rDQ0402A0401 DQA1"04:01, DQB1"04:02 DQ4
48 C4905DQ0501 DQA1"01:01, DQB1705:01 DQ5

i hYafH &

RILTHONEFIEIT HC
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EIE DA B AR T RS
BB EY
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BLT7LUILOEEESLTLNBE =X A G EIEEAGE
TYH5E

DQA1*02:01% 5l [ZERBALE T
DQA1*02:01MEE L TLWBE—XH7EHY FE T HY.
FEEDE —X D85S0 TDQAL*02:01(XfEETY

46£48FE —X T EBHELRDO M ?
SE—XHEEEZRLET

@ o & W @ &

_________________________ 46 02:01 04:01
"""""""""""""" 48 02:01 04:02

,,,,,,,,,,,,,,,,,,,,,,,,,,, DQB1*04:01(F47&FE —XIZHEEE
>47%& (X5 1= DQB1*04:01 1[5 14
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