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96 FORMAT

Run Time: 90 Mins* Hands-on Time:
Hands-on Time: 5 Min 5-10 Min

Run Time: 7 Hrs*
Hands-on Time: 23 Min

384 FORMAT

Run Time; 7 Hrs* o Run Time: 160 Mins* /74 Hands-on Time;
Hands-on Time: 23 Min -/ Hands-on Time: 5 Min /' 5-10 Min

* Workflow time may vary depending on chemistry and acquisition settings.
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BME Chimerism ID
Software Version: “1.36"

Group ID: 878

Sample ID Chimerism Call

1D: 434001209

Date: 2018-08-30 15:33:01 Chimeric

Result: Chimeric/Non-Chimeric Warnings: NA
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BME Chimerism ID
Group ID: 123 Software Version: “1.36"
MIXED MIXED
ID: D17.12574 5CT1 rep ID: D17.12574 5CT1
DONOR DONOR
1D: D17.12570 donor 96.2% | 1D: D17.12570 donor 93.7%
RECIPIENT RECIPIENT
ID: 21712573 HOST 3.8% | ID: D17.12573 HOST 6.3%
MIXED MIXED
ID: D17.12574 donor ID: D17.12576 5CT2
DONOR DONOR
ID: D17.12570 donor 91.2% | 1D: D17.12570 donor 89.6%
RECIPIENT RECIPIENT
ID: D17,12573 HOST 8.80% | ID: D17.12573 HOST 10.4%
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Distribution of Detected RAS Mutations
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B KRAS exon 2, codon 12
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m KRAS exon 3, codon 59
KRAS exon 3, codon 61
m KRAS exon 4, codon 117
B KRAS exon 4, codon 146
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MassARRAY Analyzer 4* MassARRAY Analyzer 4

) % .

p— g;;gpzrep Module 96 g;;gpzrep Module 384
BEATY T RO T J7** R D RO T 7+ *
134 kg l
AC 100-240 V

MassARRAY Analyzer 4 : 3.5-8.4 A
Chip Prep Module : 7 A (&X)
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