1.

2.

o ZOJAER FKORILEORHS

AT LB

\"

=PIV RI77LN

UTYPE V7.1 G ~==2T )L

RCT. BRI SN TOHELv =27 A bUT THR S,

VI NI 2T A VA N—=NTD KT A7 13xIK 1GB O E KENLE T,
Windows XP K U Windows 7 TEMERNHER SN TR £9,

® UTYPE TIIy— 27 =V ADBIZTRDONL—ILTYH U FNNLEATTTHELERHD T, 771414
BEIFE TR E UTYPE Y 7 b U = 7 TIZWIREICIRT DM T O 2 VO TITERE L TE SV,
® Y7 (Sample ID) (21 TAR—R [ o *,

2.7, <> |l IIERTEERA,

Locus
Kit ; ; Specific naming conventions Example
designation
A Locus _A_ None SamplelD_A_2F
B Locus _B_ Mone SamplelD_B_3F
Clocus _C_ MNone SamplelD_C_3F
. _DPA_or None SamplelD_DPA_ 2R
DPAx DPAL
o SamplelD_DPB_ 2R
738 indicates codon 85 R
_DPB_or SamplelD_DPB_Z38
DPB1Locus indi 5 preil)_| _£L3
_DPBL 739 indicates codon 8 SamplelD_DPB_Z39
DQA1 Locus _DQA_ MNone SamplelD_DQA_ 2R
DOB1 Two _DQE_or N S lelD DOB1 oF
Amp DQB1 one amplelD_ 1 2
TG indicates codon 86. SamplelD_DRB1_zF
DRB1locus _DRB1_ SamplelD_DRB1_ TG
Use the part of the sample name in front of the SamplelD-o1_DRB1_2F
loci designation to indicate specific DRB1group. | SamplelD-08_DRB1 2F
DRB Group DRB_ See Example for DRB1*01, DRB1%08,DRB 3,DRE | SamplelD_DRB3 2F
4 and DRBs. SamplelD_DRBs4_2F
SamplelD_DRBs_2F
: SamplelD_A_Zs5
Include locus name followed by the Z primer
G55P [locus] Z#_ number SamplelD_A_Z13
MICA _MICA_ None ISamplelD_MICA_2F
MICB _MICB_ None ISamplelD_MICB_2F
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3. Y7Zhx7ERYE

e /s A
< Supervisor /XA T — RiZtdm, /XA TV — R&Z AL T Login &7 U v 7 3% & AT B (24T

LE,
uTYPE 7.1 CE-IVD Login EE@
Default DB
User Logon
Admin User |Superisor -
Password “—

Library is outdated!

Logon

[Tips] Supervisor ®/ XA T — K& ALvsd & Admin 227 U v/ T&xEd, 7V v 7325 L8
\Ca—H— % BT 5 2 &N ATREIC 72 D B E I RE L £, User #EFR7>. Supervisor HEFR2>%
BINRLCTA 227 Y v 795 LHilca——2ER & £7,

uTYPE 7.1 CE-IVD Login E = @

Default OB User Administration
=g LDgDn User Mame: ’Veritas— Femawva
User: ’—4|
——— =z Password: ’W
Password: e N o
Confirm: ,W

Library is outdated!
. L s i
L aon ser upenrvisor

® 177 Y— (Reference) ™ update

<>

s

UTYPE TIZHIC 2 [, IMGTHLA DM EN—RIZTA T 7V —=BEHELET,
http://www.onelambda.com/en/product/utype.html |2 77 7 = A L | [Product Documantation] —
[Nomenclature] "5 7 7 A L &E X7 m— RLTL S0,

A =2 —/N—D[Lib]7 A = 7% [Update Library] & 38R L £,

rm UTYPE 7.1 CE-IVD (Supervisor)

E File View Help

== E T E Grerrea - AR oD Ly BEZEROGE N
E Sample |Locus[alT[cluls] Library QC

I Update Library

Allele Alignment

Fyroma—RNLe7 7 ANEEIRT 5 L Update 2352 T LE T,
LT3 Library /83— g Tl CHEEATRE T,
o REs X

IMGT/HI A Release: 3.26.0 2016 Qctoher 14 [
S R I =
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WA E
<> y~7i/Z%ﬁ A OMERCT — X R—ADEGH 72 EARET HWEE TY,

S PN
% Vo735 EMRENEETY, FitlAMZP a— R, G 2— R FOitAHiAs b
4,-,_“_._,

DOFEMHE TITWET,
S N ESi==

> T =2 _X— 2D, NMDP 21— R72 KO E
Settings

Gereral fExon Trim Options | Database Optinns | GSSP | Gonfiguration | IMGT Code Files |
Options
— Stop Auto Navigation After Base [~ Remawe Mull Alleles List [v Use NMDP Code
Changs
[v Remave Intronic Ambiguity List [¥ High Throughput Analysis
[ Display Modified Bases
[v¥ Show electropherogram MNus. Position
[ Filtered by Common Allele Takle
Rare Alleles in the Pair
 Both @& Any One Advanced Review Bases |
MMDP Settings
C ¥Program Files¥Invitro gen¥SET ¥numery3 txt Code File
Down Load
Current Storage Folder
C ¥Users¥yyokozawa¥ Do cuments¥ iR E ¥ T DX¥SeCora ¥data Exit

> AT DR E
IR E Tld DRB1 DTSR & LTV E 4,
SeCore O v b % ZH|H DA 1Z1% Exon Trim Option € Exon 2, 3 (224 C Full Exon % i3
RLTLIZEN,

Settings

Genergl Bxan Trim Options | atabase Options | GS5P | Configuration | IMGT Code Files.‘

Exon ek e Only customer trim
Exon Option List FLT& FRT® RLT® RRT@ option allows user
y v to modify trimmed
2 Customer 101 370 101 370 base count from left
3 Default an 652 an 652 gl e (el o
4 Full Exan the sequence and
from the right at the
end of the
G Default s
Click on the Option
g b List to select a trim

option. Click on Trim
Select a locus: |DRB1 hd Apply Changes Left ar Trim Right to
change the trimmed
hase count.

Current Storage Folder:
C¥Use rs¥yyokozawa¥ Do cume nts¥ FE I R E £ T DX¥SeCore¥data it
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=T AT A )DOra— K

<>

s DO B 2r ) s LET,

MM uTYPE 7.1 CE-IVD (Supervisor)

File
G

Sample

View Help
L=

'}

& -

'ﬁ'# @ ElMarked

=

| LDCUS| A

[Load]Z= 2 VU v 7 LE T,

[Flexible Load]% 27 U v 7 3% & 7 7 A VRIREE RSBV E T O T, TR 7 7 A V2RI,

M T ANLIIZT—RHY UTYPE V7 b7 = TN CE R -T2 58121F. F0o=TF—
MR TCERENET, FOBRRITIIL — VIV AT 7 ANALEZRBE LI ETCT7 7 ANV 4%

ZEH L, HEw

ABNEEZAT o TLEE W,

[+ Remove Special Characters in sample name

o5

Sample Field: 1 -

Load Files
Functions Identifier Process Sort
Fields in red are required
Sample Locus | Specizl | Exon | File Name
[Jsauprzs = 2F Samplel A IF.abl
[Jsaupzzs = 2z Samplel & ZR.abl
[Jsampzzs = 3F Samplel & 3F.abl
[Jszmerzr 2 3= Samplel B 3R_abl
[Jsmmprzr 2 4F Samplel A 4F.abl
[Jsauprzs = 42 Samplel A 4R.abl
[[] samprz1 B 2F Samplel B _ZF.abl
[] samprz1 B 2z Samplel B 2R.abl
[] szperzn B 3F Samplel B _3F_ abl
[] szeprza B 3R Samplel B 3R.abl
[[] samprz1 B 4F Samplel B 4F.abl
[[] samprz1 B 4z Samplel B_4R.abl
[] samprz1 c 2F Samplel C_2F.abl
[] szperzn c 22 Samplel_C_2R_abl
[] szeprz1 c 3F Samplel C_3F.abl
4
Sample Mame Extraction
Apply/Extract a7
o Under .
Checked Onty  ~F At 1 .
tract
Length: 5
Current Starage Folder:
C¥Users¥yyo kozawa¥ Documents¥ 1 i 7 & #H¥TOx¥SeCore¥data

Path -
C:\Users\yyokozaws\Document =\ JEfTRE \TDH\ SeCozet da/
C:\Users\yyokozaws\Documents\ il E \ ToH SeCoret da;
C:\Users\yyckozawa\Document=\IEMTHEF T0X\ SeCoreids
C:\Users\ yyokozaws\ DocumentsJ TN\ Secoraida;
C:\Users\yyokozawa\Document= \}EREFH T0X SeCoraida’
C:\Users\yyokozaws\Document =\ JEfTRE \TDH\ SeCozetda:
C:\Users\yyokozaws\Documentss\ il &\ oM SeCorenda
C:\Users\yyckozawa\Document=\IEMTHEF T0X\ SeCoreids
C:\Users\ yyokozaws\ DocumentsJ TN\ Secoraids
C:\Users\yyokozawa\Document= \}EREFH T0X SeCoraida:
C:\Users\yyokozaws\Document=\JEITRE \TDH\ SeCozenda:
C:\Users\yyokozaws\Documents\ il T0H SeCorenda
C:\Users\yyckozawa\Document=\IEMTHEF T0X\ SeCoreids
C:\Users\ yyokozaws\ DocumentsJ TR Secoraids
C:\Users\yyokozaws\Documents\JEfiTRE ]\ To%\ SeCoranda] ¥

13

[ Use Panel ID '7 gﬂ:;ﬁealstlng

toad By Sameke || Feyivle Load | Add More Files | Process Al ‘

L]

> FRTRER T 7 AN A RENDLD T, [Process AlllZ 27 Y v 7925 & UTYPE 287 7 A LDk

FrinFr B O H EWRAT 2 ATV

YETS
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FRAT T

2xfi%

Wi S Elperveer)

Fie Veew Help

N~ . TMGTH A Release: 3200 2016 Tanuany 19 25—
T g " alelale]s g wle

B >]

GE~C - HEG- -] CD S0 L-ENDAOSR®
[oas[alT|c|ufs]
» [EaeE : m

2F: Samplel_a_2F.ab1

0 Samplel_A_T.ab1 [

3F: Samplel_A_3F.ab1

30 Samplel_A_3.abl Poson

¥ samplel_A_at 01 Harker o N — o

A Samcle_A_akabl Revanad VI T AT A AT LA =y
e I | b=
* @ SWRLEL | Edes
* & SAMPLEZ (Z6and 24) & m :mm
T T e T S R |
+ @ seeLEr (255) I |
% SAMPLEY N | ]

B am emplatALZEAR eigas] 011300 TR0 AV ST NS SAYNQYY 48 Spam i i
N s g s '
P TNTA L RY, BTk b

PV TARY A Enb,

x
AGY-TC K.GT MAC 5-GC W.AT B-GTC D-GAT HACT V.00

fRNTHER DA v FD, I Ay TN
ZVEAIIEY A FERER AL

gzl

S Ay BV

> TES—H——T,
72 EDHERYL

s (|

If ‘\f _..-

Ti.‘ip-o iz

SAMPLE] Exen I Codon 43 Pos B4 Code TCC (5)

IRRENET,
L]

VI T ARHT 4 AT LA

SATYTF ORI g % Forward & Reverse OfE RN 5 &

> ENTNOHNT—REWRTDH0, X FRRUNDOL T —ICH L TR~ =27 v & T

A TEE VY,

7 —

MEMFE R Y A Ry TREIREN TV D Allele Pair & X A~ v F LTV

% f& FT

Forward & Reverse OEFI 23 B 70 2 &

AREMESE Y Allele Pair & @ I 2~ FOfEAT,

~ =27 J)VCERE LT,

Y7 bU =T BHBTHIER R L&A,

a—HP =R E LTF = v 7 & L&A,

S I AWET 4 AT A
V= U AWET 4 AT LA ICERENTVWAERY Y a o TOHT—IL, TEHF—X
—N—THRRENDH T —LFR—TT,
> TAATVLADRI

»

Position
Marker
Reviewed
Consensus
G55P

Edits
Pattern
Result
B*08:01:06
B=40:01:02

1] |
|
R

P!

c 5
C G A
C C A

oot o
P

P!

101

oot o

oot o

ORYYa v
QIAZyFREDZ—T—
@a—P—fRR LD~ —A—
@ty HFRY—F TR

B®GSSP D/RNF — v — 7 T A
®Edit L7-7t8%

MDAbL 7 7 A L TOFERME I H —
®Allele 1l & 2 #H b7 % — FEF|
@Allele 1 DFELF

Allele 2 DELF

2018/5/23 Ver.1.1



> OKOC@NBERRDLGEITIZ®DE N 7 TERRENET,

Edits

Pattern A G 5
Result - IBN -
AT30:01:01 A G g
A®E8:02:04 A A G

[Tips] Ry a @07 v—2 V7227 )y 7358 BEFEMOT A RY 2B

20, U252 EARHBEET,

[Tips] BlFN2 T — & X— R ZBER SN TV RNGE 72 KX Allele DRSO 1E [* (7

ABYRAT)] TRRINET,

¢ VI TV REHT A AT LA (KBETGR YA 2 K Y)

G
|

411
T A C C|R G
I n 0 & 1

G G G C T T C C T C C GGC G G

- | I | | I | s 00 B 0 0 0 N0 1 [ | - [ ]
412 41;8 41,_’1 =3F plel_A_3F.abl =Signal G:1953 T:1458 A:1218 C:1921 N/S: 1,89% QW: 47 Spade: 24.54>
C R G

VeI T URT p A NKE TR L

u = (]
3g
T VT 4 TIWIEHE TR

G C G C

401
<} c T cC C . - C |R G
I = - 11 - n Quality Value D& 2 | 7'F A 1 1
<ZR> Samplei_A_ZR.abl <=Signal G:360 T:803 A: Z4.82

T T C
11 1

A

BEDRT Y a » ORBOIER (GEHN)

R E AARECHERE/ NS AT RE

-

BAEDKRY v a v

g /

BIEOR T Y a NER
YT, =Y a Ry DNAKRY Y g v, 72 /a— K. Ouality Value

SAMPLE] Exon:3 Codon: 114.2 Pos: 413 Code: CRG (7) QV: 18

i |

2018/5/23 Ver.1.1



[Tips] > — 27 = AWIET 4 A7 LA ET[Crl+D] 25 & abl 7 7 A V2K E /LD Z & A3 H]
RETT,

Shew Seamnse Dutee
© Pocesssd & o]

=l

Puakwith  Wter b

% ,a. / .':" o ‘.;

"fi ftf'mu“ qf!‘«”*l'i ﬁfil.“t JLW M Tr h{h‘] "'r“ |J "ﬁJ'n I\ﬂd”i'

I ﬁ \Imll' J‘ 'I'Inl ‘lll |"-'-. \" Y ﬂ‘ A Wﬂf ”'f\ l| I'hl U .iﬁ' [ l| Jlr llJ'!l .'\ 1l|‘l." | Ilh'lﬁ.l i I”:‘\affj u |‘ ”'J“\ k ﬂrIllfll-;;||I|'ﬂ'.'.:ll||}"l 'I'llrll'rlll'l‘lum.'

ﬂ |1 A
ﬁr Hinl M g ’\"f" l 'l'mrf phiathd 1" e

TR R A Ry
> ﬁ@*ﬁ’f*%?/ﬁ VRDIZIEREROT VLY A MIREREINE T, MNTEIE T Edit 2179 &%
WCFEWEATHRE R A > RO ORBIT Y T X A MBI LET,

H (2000 +) Allele Info Show Options . W
A®01:01:01:01 A®31:01:02:01 =1
0* A%01:01:01:01 AF31:14N -r Allele 1 B¢ Allele 2 #4612
‘ A®31:01:02:01 .
V=7 T ARPIERN T —H R— R A=31: 14N r
ERCBRIRE 7 TR A®31:01:02:01 r- m
== = ' ¥ '
e L R
r-: 4353 CWD 4+, 47743 CWD
0= A*01:87N A®31:01:02:01 -  Exond | . oo cwnst
0= A 01:87N A31:14N rr Exon 4
0* A01:123N A®31:01:02:01 r-
0* A01:123N AF31:14N r
0 A®01:126 AF31:43 <
0 A®01:143 AF31:21 < Y pp—
0 A¥01:145 AF31:06 r-Z S e () R ATHE,
0 A*31:05 A=36:04 r-Z S JROB A SSP (3
1 A®01:01:01:01 A®31:01:03 -r TR ATHE,
1 A®01:01:01:01 A®31:01:04 -r
1 A®01:01:01:01 A®31:01:05 -r
1 A®01:01:01:01 A®31:01:06 -r
1 A®01:01:01:01 A®31:01:07 -r
1 A®01:01:01:01 A®31:01:08 -r
1 A®01:01:01:01 A®31:01:09 -r
1 A®01:01:01:01 A®31:01:10 -r
1 A®01:01:01:01 A®31:01:11 -r -

- MM R ATy T O, BRIZ %) BFERINDDIEINU T UL EDXT OFST, H7
Vo352 ETAYy®E—VUA 2 RUNRERINFHITS L THRZITV, HIERA
BETT,

- Info: ERED LBV, IS] REREND

- ShowOptions: & DI ER NG H AR LET, £7- ShowOptions] %7 U v 7
TBHLEED Allele #oR%E P 7V —TIG 7 )V—T 4 i RIZET N A[RE T,
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> VU TAL Ry
> SREEEAIANVTEF L TANRIT A NENET, YUTNELDED HBE 7V v I T5H5LEED
Yo TINCET A~ AT AR ERINET,

Sample |locus|a|T]cluls]
+ & SAMPLE1 A [ ]
+ @ SAMPLE1 (Z7 and Z12 and Z13) B [ |
+ & SAMPLE1 C [ ]
-l# SAMPLE1 ore1 [l

2F: Samplel_DRB1_Z2F.ab1

2R: Samplel_DRB1_2R.ab1l

GTG: Samplel_DRB1_TG.ab1l GTG
3F: Samplel_DRB1_3F.ab1

3R: Samplel_DRB1_2R.abi

Filter

+ @ SAMPLE2 (Z6 and Z4) A [ |
+ & SAMPLE2 [H: B*39:06:02, B=41:0... B [ |
+ & SAMPLE2 (Z55) C [ ]
+ 4 SAMPLEZ [M: DRB104:03, DRB1*... :DRB1 [
+ @ SAMPLE3 A [ ]
+ 4 SAMPLE3 [H: DRB1¥03:02, DRB1*... DRB1 [

- Sample: Sample 4 CTEIEIZF <
- Locus: % —H AL GSSP 77 A ~— (Codon86, GTG 7% &)
- ATCUSHZA

HFh | Fm NE
A W | I BRRERPIBRS TV 55 E
B | 7 PERENTBY, 2P —OfERA%ET L TR
ke

2P —Rv=a2T /L Tedit Z L TNDHN, ~—F—E5r DR
RBET LTORWVES

AT NET L, THA L ERTHDHHA

| 7HArShTORWGE

7V w7 Tary b AJARE, T A RBRANSNTND &k
THET.

=P —DHEREKZ TG ) v 7T HETHRORREZDIT D
FERHRET, BEZ Y v 735 L/OT = v 7 BIMVET,
2—H— (U) BF =7 %L, FRORRD SN TWVDHIREET,
Supervisor RiERAEKEZT-H 27V v 7T HETHORRE OIS
HHEMNTE FET, Supervisor 3 FH DFERIZ LIS EICIE, BEE
DHEEI V) v 7 UTHITEEZITDRWE | fITOZEE L4
TAEHA, FTa—VF—HRETIIZOFOT = v 7 2432
LIITEERA,

(@)
H u =im

@ I — 7T ADHER
S FEF—Ta SR L I F— R R Ty — s oy ARSI AR LT, Fxv 2 b LT
BEAE LTS = L ORI AT ET,
¢ Frr—varsxnoEn Fao B esy o e mRsnET,
@ v O HRE Qe -] ED 00 vy @=mHOOES
I ___

_——ie
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& FEHF— g RO

BAEDT 7 Y v DA ANB L850 AN L8 F 0
b U< I~ B = R~ Ha e~ ) B
K EF=vrT5
e ot I h Bicft
13 D cJ
I+ W] N |
Yo TN OBE)
LRI~ 8 ~— A — DG~
i :f = = v I E ai=Tal L ""
___Nr_.__J |
N ] -
TR R DEE VI ALY RO V= T AW OB E DIEK

DI DHER K O/ B UM/

DILR K OIS

[Tips] ¥—A—FTQlz~—F—AKRT T aTHT L& Ll ERILEIICTF = 7 HEHRD~
— = EET,

[Tips] FIX % = = —/3—0@>[Marked][Polymorphic][Each Base] CTZ 1L E AL ER I TV D BRI
eSS —va v x o I~——05~BE) (ZROGH~BE) 1 ELT S BH)
ERILT, F—A— RO->—TENZTNOEFIHE L £,

b} E e -]

Bolymorphic I
_ |Each Base

11)

S HEEREEFT LT, 20XV a rTHR—R—F DTNV T 7Ry baZ A 74250, Bk
FETON=00ERZ T H5HTHEMLET,

|R-AG Y-TC K-GT M-AC S-GC W-AT B-GTC D-GAT H-ACT V-GCA

> BTCOY—N—EHDOF v I NETTHEF TN IAL L FUDRRNPRIZE D DY £
RS
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V= T ARG TRt RO OE 3 BEN TN D 2 kz’»fﬁ)@ T OMBEETHZENHV T, TDi
VZIEE DELN T BT 7 H FRHT RIMNC T2 Z ERHRETT, MR ERD—T U APWEDORT T = /T
K7V 73562 LTUAY RUBRBHEETOT, &I b[ExcludeRight (6 L < i Left) &R LT
SV, (fl : FREOGAIZIX Reverse il DN ELIL TV S DT, [Exclude Right]Z 27 U~ 27 LE)

IMUL. 1 JHI A Kelease! s./000) b Lcroner 14
||a]c

861 871 881 891

vV T R CARCABGARRGRICTHKICHURWAGTCMSBY KMAMSCTRARMT R

[n]
I

(8]

I

[n]
(8]

I
oo
I

[n]
&
[n]
[n]
(8]
[n]
o

Insertion or Deletion Alleles h ]
Insert Base N

Filter by Current Base
Remove Last Base Filter
Remove All Base Filters
Remove Last Null Allele Filter

Exclude Left (I)
Exclude Right (0)
Reset Exclusion

861 871 Exclude Middle Start i_

G cC A T G & G G G G C T G C G

c A
I 1 s B B 0 = N N = = ® ® = Exclude Middle End
'ET:1913 A:2141 C:2142 N/S: 7.07% QW: 33 Space: 14,39>

Reset Middle Exclusion

Set to DRB1*01 Start Position
Reset to SeCore DRB1 Start Position

/\N\A[\/\M\[W\NV\ Change Current Sequence’s Exon/Direction
Remove Current Sequence (Alt-X)

561 87 1

c A4 G C ATGE A G G B G C T GC Reset Current Seguence A
- - m o= - = = m = R R ] -
33 T:2384 A:2001 C:2176 N/5: 7.68% QV: 44 Space: 14.47> Toggle Activation of Current Sequence

Show Sequences in Mixed Groups

A iy

-10- 2018/5/23 Ver.1.1



WEROT A v
= U ADFERDTE T LT OITRER VAV R TCI A~y FREORW AR L ET,
RTAER VA FUT 1 SAR Yy FREOEFEZMERT DINTZDOXT 27 Vv I/ $H2 L
T, IAS Yy FENEAFER TE £77,
FRNTISE T LIz T Ay RUTRHBEY U TADTION T 2% 7 ) v 735 E FRO
TA L RUNRRRINET, [Type in Detail (Double click an allele pair to assign atype]z 7 U v 7
9% & A D[Assigned Typelic 7 H A > LSRN F RSN E T, TROFITIE—>L2H 0 F
AN, BRIZE > TUIEROITRRRENETOT, 7HA VT 25EICTEDO—D2EFT
NIV 7 TTHA L LTLTEEN,

<>
<>

<>

—MMDOP Code Reverse Lookup

Sample Final Type Settings

Sample:

FAMF‘LH

Lookup |

Ak ACGEJ, A%TT 05
k31 ACGHC Ak36:04:

X]7 A > Li=b D& KR
[RINMDP =2 — K % 4 fift

—Type in Detail (Double click an allele pair to assign a type) IVIED D A > RO E 2o —
—Assighed TwiE
M | Allele 1 | Allele 2 | _ _ _
[0 T ak01 ACGE Ak Allele 1 |AHOT ACGE 4431 05
Allele 2: |A>k31 ACGHC Ax36:04 \

X][R]v]

[Assigned Type]iICE RN S N7 6,

THALrENDEY T AT

—List of Perfect Match (Click to view frequency info if available) —

N7 LRRREICFTREESNET,

[v Use 2 Fields
[ Use Allele String

" Show G Code

MM | Check Al | Uncheck Al
[“]o Ax0101 0101 £%31:01:02:01
[“lo axot 6o Ax31:35
[?]o mxot1126 Ax31 43
[¢]o mxo1143 A3 21
[“lo mxo1145 A%31 06
[0 mx3108

P IN—TR G I N—TTDE
TRAEET S L LT,

¢ Show P Code
@ Cormbkine Selected (NMDP)

 Type by Software (NMDP)

IV I THETH A SN IR ET,

| Show Pair Alignment ﬁ\q

ZDORE U E

KU TO[T]D

Assign Type
& Exit

Cancel |

-11 -
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® EROMLRT

o RHTASET L7 [File—Save AlllZ 7 U v 7457, %y o Lsd,
FTRYA Y R RFRSET.

Save Sample and Case Information
Sample 1D [ Case ID | First Name Middle Init. | Last Name Panel
[z amPLES
[Cl=amPLE?
[ClsampLEz
{RAFDRIIZ Case ID, > 7 /L d First
Name 72 E & AJ)C&E £T
CSV 77 A /LT Case ID #{ER LT [Save All & Exit] T 2 k
B L TENEBAALE S A[RE ENT Y T DI
RErfr
Check Al | Uncheck Al Highh‘iegﬁt‘ed L”EID’DE;ESE Pangl: Save Checked & Exit | Save All & Exit
F:¥Users¥yyoRDzawa\!DDcuments¥ﬁfﬁ?ﬁi§*4¥TDX¥SeODre¥data Save Checked to Folder Cancel |
® Li—Fh
¢ TR OBEE (LE— N 2ERLET, Aza—r—0 B 22000350 FRYA
VRUBREET, @LEETOLVR— MBI ET,
cepr 5c
General |
Eample Sount: 3 ¢ Current Locus " Current Sample @ Al Samples
C Features
Export Detail Summary Detail Report
2 Walue | Peak Balance (xml) Report { pof) { peif)
All Sample Watch Bxport (xls)
[v One Line per Assigned Type Perfect Match
Sl arfect Matc

—Automated backup copy report to following specific folder:
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> BARZOHN

AN VS

Wi

Current Locus

B L WD —N ADHRE LIR— bt +58546

Current Sample

BRLTWAY L T NLDRE LR— bR T 5854

All Samples

ETH VA MPARETIEE

QC Features

Quality Value D% & OENRHFRE, NT TN a—T 477 E
T H R ATRE,

Export Detail (xml)

Xml 74—~ hCTOFEMLA— b O, 7V v 755 L xml D
RELRERET O VA RUBNENET,

Summary report (pdf)

PDF 74—~ h CTOY U —LR— FRERENET,

Detail Report (pdf)

PDF 74—~ v b TOFEM LA — P BFRTRENET,

All Samples Match
Export (xls)

< Detail Report (pdf)

Detail Report ClZ=—H# =2 L7cW\7—& % PDFICH )75 Z L RARETT,
EICHLTF =y 7Ry 7 RAZTHALTEWARZRIRL T Z3 0, EAFIIRTIIE
FTOT, WIELIBEIT G ORENE LR CIZ/2Y £9, [SavetoPDF|% 27 Y v 7 9% L PDF T

DOERAFEEICBITLE T,

|# | Report Preview

= [

- SRS e

Rareer of 2Ne s 0 e report GO 55;: | 25 j Apphy € Mo page break 0 Bl omns
[+ View PDF File
[ Show Pattem Sequence ¥ Hide Mismatches [~ Show G Code [~ Show Barcode [™ Hide Edits T
i Sawe to PDF
[ Show Palymorphic Position [~ Show Signal [~ Show P Code [ Show Ambiguity List [ Show Case Info M
L 3 O A = 3
-
Life Technologies
[ [ CONFIGURATION AND SETTINGS | E
Use NMDP Code | LASTUPDATED-06/01/16 |
Active Filter | Intronic Polymorphism |
Assigned Typing Summary
Locus e- SAMPLET
HLA-A U: A*01:01/11N/B9/126/143/145 A*31:05,
- A*31:01/06/21/35/43 A*36.04
HLAR U: B*08:01/04/12/13/23/62/120/165,
B*40:01/07/43/80/114/199/279/328
HLA-C
U: A*01:01/11N/69/126/143/145,A*31:05,
Sl | SAHHEE ‘ HLA-A | 0=31.01/06/21/35/43 A*36:04
Type Assigned U: A*01:01/11N/G9/126/143/145 A*31:05, A*31:01/06/21/35/43 A*36:04 by Supervisor
Alignment IMGT/HLA Release: 3.26.0 2016 October 14
Status Supervisor reviewed at 10:55:34, Jul 13, 2017 Supervisor approved at 10:55:36, Jul 13, 2017 (marked bases all
reviewed)
GSSP Software recommends to use 76 and 741"
Total Bases 822/822 (used for typing)
Case ID :
Typing Result List
Allele 1 Allele 2 Info Notes
A*01:01:01.01 A*31.01:02:01 [0]
A*01:01:01:01 A731:01:02:04 [0]-r
A*01:01:01:03 A*31:01:02:01 107r-
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RAF U T R O FEfRAT

<>

—ERF LI 7 ANVERELE2—b LA T HBEICIE, A =2 ——0D L w70y
7 LET, FilBniuA v RuT, 77 AANBRESHIEHEL, 70 ID 72 & Txf
RETDHT 7 A NEKE L. [Load Unchecked Samples] % L < IZ[Load checked Samples]% 7 U
735 LR U=V 708 Load S, fEATIBIE (CREAT L E7,

Data Management and Review @
Sample 1D ‘ Loc... | Case 1D |Status ‘ OwnerIn Use) ‘ OrgTime ‘ Reviewed | Rew.Time |Appmved ‘ AppTime ‘
DSAMPLE1 A Owrned (in u.. Supervisor (Supe.. 005043 10/28.. Supervisor 00503 10/29.. Supervisor 0048945 10728,
DSAMPLB B Owred (In u. Supervisor (Supe . 005047 10/28 . Supervsor 005046 10/28
[C]sAMPLEL s} Owred (inu_. Supervisar (Supe . 225657 10/29
[CsAMPLE! DR.. Owned (in u.. Supervisor (Supe.. 225657 10/29..

DSAMF‘LEZ A Owned (inu.. Supenvsar (Supe . 225657 10/29
[ClsAMPLEZ B Owned (in u.. Supervisor (Supe.. 225658 10/29..
DSAMPLE C Owred (In u. Supervsor (Supe . 225658 10/28
DSAMF‘LEQ DR Owned (inu. Supenvsar (Supe . 225658 10/29
[C]sAMPLES A Owned (in u.. Supervisor (Supe.. 225658 10729,
DSAMPLEE DR Owred (In u. Supervsor (Supe . 225658 10/29
Search from database Search by Sample 1D Search by Case MName Search by Case ID
Fam [2016/08/02 v| To [zot@A0/30 =] #4 [ # || # #
Filtered by locus [nclude All :lv Search by Panel ID Search by Status
L =] &
Check All ‘ Uncheck All ‘ Check Highlighted |

Load Unchecked
Clear A1 | | | T Samples

— Load Checked
G ¥Use rs¥yyokozawa¥ Do cuments¥ 1 7R S 1Y T DX¥SeCore ¥data Samples

BRASHEARY # 2 T105-0013 HURUH PSR IAART 1-10-14 3 & HUBTHE £V 3 54iF 5 B
TEL 03-5776-0078 FAX 03-5776-0076
e BRIVVE E 1%« TEL 03-5776-0040  E-mail techservice@veritastk.co.jp
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