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WERITAS
A B C D E F G H 1 J K L M
1 |Class|
2
. . . . Antibody .
) Class  Epitope Name Sero Group AA Position Polymorphic Residues Exposed Reactivity requency Struct Epitope Alleles
41 1C 1 1C Yes C*01:02 C*02:02 C*02:10 C*05:01
51 165 16 165 Yes C*02:02 C*02:10 C*04:03 C*02:03
6 |1 17RS 14,17 R,S Yes A*30:01 A*30:02  A*01:02  A*01:20
70 17WR 14-17 14W17R(49E) Yes C*04:01 A*02:109  B*39:41 C*04:04
8 I M7 a1 M7 Yes Confirmed B*13:01 B*13:02 B*40:01 B*40:02
9 I 43RRM 43-24-45 43R44RA5M Yes A*02:02 A®02:05  A*02:08  A*02:115
101 44KM, 44,45 (149,150,151,152) (L'K,M (A,V,H,A) (V) Yes Confirmed A*01:01 A*36:01  A*01:02  A*01:03
111 44RM 44-45 44R45M Yes A*02:01 A*02:02  A*02:03  A*02:05
12 1 A44RMA 44-45-46 44R45MA6A Yes Confirmed B*13:01 B*13:02 B*15:01 B*15:02
13 1 A44RME 44-45-46 44R45MAGE(67V) Yes A*02:01 A*02:02  A*02:03  A*02:05
14 1 A44RT 44,45,46 RT,E Yes Provisional B*18:01 B*35:01 B*35:08 B*37:01
15 11 AART+RATNT 44-45-46 + 6-70-71___ AARASTAGF + GOTZONTIT Yes Provisional R*18:01 R*18:02 R*18:03 R*18:04
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Anshn| Bano Pia Cami Datint | Denf Ll Lol Ex

QM @A 8, . d  UpdateReference 3 Update Reference File

1 o Catalog Template Association Catalog Information/Management
usion* | Ho
rpn Molecular Product Conﬂguraﬁan 3 Demographicmllele quuenr.y
‘atal 1 :
EYWmwE | | | |, AntbodyProductConfiguraton > CREGInformation Management -

! LISION 14EXPA20190125
5 Products Selection 43 ey 2

, 1%-12MBof 10240MB DB ™

. Validation USION_SQL14EXP\Fusiond2 ~»
; Switch User i u
: Switch Database

Worksheet  Worksheet
— Date Version Description (8.5x11) (11x17)

Utilities—>Update Reference—>Epitope Information

ManagementDIIEIZ!) v
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TP IB(N): iHMM-CLCH -0817-CAT-00

| Al files ¢4

e

VERITAS
i}, Epitope Management >
HLA Fusion~ 0000000 S
4, Select file to Import X
Epitcpe Type: OLT v Chss [Clss v [ Delete ||| mpent |
Group Sero = AA Pos &« v 9 « Peter » Import Files > MatchMaker v U MatchMakerD s .l
o[ 1 A1,A36 A"01:01,A"36:01 415018 mm-  HLLIALS- E-m @ |
1E Al1,A38 A*01:01,A%36:01 44/150/15 — A s - e - L
2 A2.ABS A*02:01.A"02:03.4"02:06.A"69: 107 ¥ . = L
3 A23 A%4 A*23:01.4724:02 A%24:03 65 33D ATILOE [®: HLA Matchmaker - ALL 2018/03/08 0:03 Microsoft Excel 97-2.L
3E A23 A4 A*23:01.4%24:02 A*24:03 BS & You0-F 7 HLA Matchmaker - match sample with NMDP 2018/03/02 19:21 Microsoft Excel 97 2:
4 AZ5.AZ6,.A34 A43.A66 A®25:01.A%26:01,A°34:01,A%34: | 9+149/74 " = HLA Matchmaker - match sample with null 2018/03/02 19:21 Microsoft Excel 97-2..
AR ALAAAA_AdPE . AAd_KAASAR 1 L] ?29}“’7 =, : i . 9
4PC A25.A26.A34 A43 AGE A’25:01.ﬁ’2€:01.A’34:01.A’34: 9+ 149/744 B Fraxuk % HLA Matchmaker patient durpr list 2017/10/08 10:52 Microsoft Excel 9?_2"_
"': - 'I”'-' "; 'T"" ": - 'I"-'- S = © HMM-CLO1-0817-CAT-00 2018/03/02 19:05 Microsoft Excel 7-4 |
g ﬁg £43 :;E.g: A728:02.4°43:01 1521 e EoFY 47 HMM-CLO2-0817-CAT-00 2018/03/02 19:05 Microsoft Excel 7-7 |
7 B7.B8B13,818,827,835,837.83 | B'07.02,8°08:01,B*13.01,8°13. | 65 BETH G- HMM-MICA-0817-CAT-00 2018/03/02 19:05 Microsoft Excel 7-2
8,B39,B41,B42 B44 B45,B46 B4 |02,B*18:01,8*27:05,8*27:08,B* & 21-Juy 87 MM session from KH dB 2018/03/02 19:21 Microsoft Excel 7-7
7,848,849,B50,851,852,B53,B5 |35:01,6*37.01,8*38:01,8+39:01, ~ e (¥¥sviile0T) (£ O Osaka_Patient List 2018/03/05 17:26 Microsoft Excel CSV ..
4,B55,B56,B59,B60.B61,862,B6 |B"40:05,6°41:01,6%42:01,B8%44: : ) i
4 B65,B67,B71B72,B73,B75,B7 |02,B*44:03,B"45:01,8*46:01,B* 29 Windows (C)
6,877,878,881,B82,6°4005 47:01,8°48:01,8*48:01,8°50:01, - ERT-T (e 3
8 B13 B*13:01.B*13:02 145/41+44 ~ BEII-T (s L
9 B38.B39.B67 B*38:01.8*39:01.8"67:01 158 » £ (¥¥svfile0) l
10 B46 8°46:01 46466163 mmuusoran
11 B8 B*08:01 67+131/6 o~ FRESE We
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&\ impint Epttope 0000000

H I—A F LI S‘ I G n iy ;”:“MLLI Alleles AA Position  Polymorph Frequency Struct Epite  Exposec

|Cw5,CwB.Cw7.Cw8 | C*01:02,C*02:02,C%02:10,C°05: | 1 1c True

- 01,C*06:02,C°07:01,6*07:02,C*

Epitope Tvpe Mame 07:04,C*08:01,C*08:02,C*12:02,
C*12:03,6*14:02,C*15:02,C*16:
01,C*18:01,C°18:02,C*01:03,C*

HMM Class | 1917 01:04,C°01:05,C*01:06,C*01:07,

cl‘o1 ua c‘\‘-ﬂﬂf‘.ﬂ‘ LI Wl Tl

11,C*01:12|Epitope Import >

- . 01:15,C*01
ill n Seros based on Alleles if C'0119,04

is MO Saro data n File gf;ﬁgsﬁ Epitope import completed.

! C*02:05,C*

l QK I | Lasrpes| | 08,C*02:09

02:13,C°02|

C*02:17,C7 | oK |

20,C*02:21

02:26,C°02: W

C*0s: 05 C*05:06,C*05:08,C*05:

09,C*05:10,C*05:11,C*05:12,C*

05:13,C°05:14,C*05:15,C*05:16,

C*05:17,C*05:18, C*05:19.C*05:

20,C*05:21,C*05:22,C*05:23,C* W
>

Save || DeleteGrowe || Cose |
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[ savens

Epitope Type NameZx A L. OIZFTvoI&F AL, OKEDZ) v
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HLA Fusion® CCICOCCOC )

Epitope Tvpe

HMM Class3 &817
Groud Jhin i7
1C

HMM Cilass ! DBIT

v [Chas Claess v | Dedete || impont |

Alleles
Cw7.Cwi C*01:02,C*02:02,C*02:10,C*05:
01,C*06:02,C*07:01.,C*07:02.C*
07:04, C*08:01,C*08:02,.C*12:02
C*12:03,C*14:02,C*15:02.C*16:
01,C*18:01,C*18:02,C*01:03,C*
f 01:04,C*01:03,C*01:06,C*01:07
' c*01:08,C*01:09,C*01:10,C*01:
11,.C*01:12,C*01:13.C*01:14.C*
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A R—bkLT=1E#R % LABScreen Single Antigen M 2 T D [& 1 Z {5 FH
Téf:&)o)ggfgébgs?_o

&%y HLA Fusion™

ot N Help c.

Q@O BABECE L A updateReference > fiE n?20@
H L A F us i on- HO Catalog Template Association
at t 7 ol g < Data and
e [ [ Anti uration
e F I 3 al ings
LARSEr "] o

jon  »  Create Combined Products

Set Default Negative Value

Set Mixed Product Configuration
:- AL

Utilities—>Antibody Product Configuration—->
Set Analysis ConfigurationDEIZ9')w%
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&, Analysis Configuration Settings

HLA Fusion- § raYolaYa

Antibody Product  pmM

Product Type: |LP.EIScreen Single Antigen |

reshold: ormules[Baseline v o =
T::,W :le: O:mt *: 5IJF | = CREG * = ﬁ li & 4 D,T\o F LT— 77 4 ) b% *R

NG Raw #: 1500 Epitope:

Lowe NG % *: 75 Class [ HMM Clazs1 0817 ~ | FEA;
Lewy PG #: 500 Glass T | [HMM Class2 0817~

Low PC/NG Ratio |2 MIGA: Hilhd Mica 0817 i
MNegative Sample Criteria

Harmal Value of First Bead < [] sort Beads on Antigen

e e BRI 7L DEHFFLLT 254
@ Swap Bead if NG is higher than all Eeads F P 5~ 10 0) 1: 1’E E L \ < B %ﬁ 0) ,l‘EﬁE $E é

Swap Bead it MG iz high

P [ L TRRATE (T o TN,
R B s T BHERIL BT Dweb B U A—)L
. | ol el Za1—RIZTTEARABLET,

Faw |1DDDU |
X2 == X2 ==
l:‘ Auto Accept All l:‘ Use WE-32/F.J Factor Normalization as Default
Hide Tail Analyzis Window Uze Mean of Mormal in Epitope Analvzis
I:‘ Exclude Patient Typing Use All Beads to Caloulate Mean in Epitope Analysis
D Show DMA Mode D Uze Active Formula for Match/Mizmatch D3A Walue

Save->CloseDEIZF1)v5
¥ Required Field [ Reset 1o [[| Save Hlose LT%%T-G—d_o

Y ONELAMBDA @00 |

=
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(Z%&) Patient|BEh 17 R—FRAT7AIL

Vv

BASERATY, $ARMFEHEALTUIZEN,
AIZI[=Donor IDE A 1S &= & Tatientti#i&Donorfh#R DA 3¢

WERTAS
4 A | B ¢ D | E | F | G | AF | A | AH Al LA
1 |PatientlD CategoryG FamilylD FirstName MiddleNalLastName Ssn RhBloodT: PatientDao AssociatefAssociated DonorlDs HLAL
2 |Patient 1 John Cha Patient Donor 1,0onor 2,0onor 3,Donor 4,Donor 5 A*03:0
3 |Patient 2 Michael Maz Patient Donar 1,Donor 2,Donor 3,Donor 4,0onor 5 A *11:(
4 (Donorl Peter Brescia Danar A*34:(
5 |Donor 2 === > — 3 . == A*23:]
o Donar csvI 7 A LA IAL " & TPatient|F A s
3 |Donor 2 5 - - *29:
7 |Donor 4 ’f/ﬂ'\—l*'?'é;&i)\f%i?'o A *03:0
— ~ I N —
8 |Donor 5 OGN A A= I)LCDARIZADTULVET A *01:C
9 |Patient3 Veritas atient Donor 1,Donor 2,Donor 3 A*11:(
10 |Patientd Veritas demo? Patient Donord A *03:(
"}‘5 Import Patient i — -...ﬂ__ ﬂ
Patient List File Name | JHFETIH A — [40ne Lambda¥ 124405 1401 WS, Tt —¥0010WsERE] | ...
Import | Local Patient | Category Grp| FamilylD First Name | Middle Name | Last Name | SSN DOB Gender Ethnicity Address City
» [¥ |Donor 1 Human Breaciz Peter Bresciz
[¥ |Donor 2 Human Govender Ugene Govender
I [¥ |Donor3 Human Lopez Harry Lopez
[ |Donor4 Human Goldmann Katja Goldmann o
[¥ |Doners Human Hsizo Thomas Hsiao 1 - > —
[ |Patient 1 Human Cha John Cha HLA FUSIOn",r/;r\ I~
¥ |Patient2 Human Maz Michael Maz
[¥ |Patient3 Human demol Weritas demo L/ T: @ E
¥ |Patientd Human demo2 Weritas demo2
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HLA Fusion el
Bulk Import Patient Data
[ A St Ab Tracking

>
Svstem
| 2 28 &
| Downdoed  Printer
| DMM' (lecal)\FUSION_SQL14EXP\20100125 .
_Fusiond3
Used - 1% -1 g“ Import Patient

At Log: (local)FUSION,

[ HLA FUSiOﬂ"

-

Import Local Patient ID | Category Grp| FamilylD | FirstMame | Middle Mame | Last Mame | S5H | DOB | Gender | Ethnicity | Address | Gty

reuments
Nomenclan IMGT Catalog  Worksheet  Worksheet
Catalog | e Version Description (8.5x11)  (11x17) ]

Patient Info->Import Patient ListDIEIZ2')wL .
s GHUWV-EEO...1Z201)Y0

Dosciect Mt |[ Seectmt || Rest [ wpor [ waixime |[ Ome |
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VERITAS

B E Patient|FER D 1 > R—k-2

&7, Select the patient list file X
« v 4 « Qsaka 2018 » Peter » Import Files v U  Import Filesi& % 2
BE-  WLLWIALT- E- @1 @
w pc ~ am EHEE e
3 30ATVIOE ! MatchMaker 2018/12/26 17:09 2710 TANE -
& Iv0-F SwissLab 2018/10/22 8:30 TP e FANS -
& FAI T . Osaka_Patient List 2018/03/05 15:57 Microsoft Excel CSV I
— [ Test_List 2018/03/04 23:57 741 &, Import Patient
EEIFy
BETA
B 32-TJv2
= €8 (¥¥svfile01) (E I D08 |Gender |Ethmoity |
™ I I | I
2.9 Windows (C) 7 7 TrigarmT | | |
w BRTIN-T (¥¥s | = viownn |
: 5 | 7 Demard il | |
vﬁiﬁﬂb—‘} (¥¥s i | e | !
» #H (F¥sviiled) i —'l—i'a F78912 [ | I I |
~ BRUZIIN | ©5 |Demar1 [Pete | | . f
| 7 D3 = | , | |
- FRERE m,s.v . | P e~ |
g # Pizass [ 30hn [
R 7 |Pationt? | | John |Cha '
774 B (N): | Osaka_Patient List v| Mt eh | e . G|
" [ i Fater [

| B<(0) ! [ F e e [ : |Brescia | | [ [ [

A K— o BT ALERIRUBIKE S Y

Importzx ')y L TR T T
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&) HLA Matchmaker

HLA Fu5|on
D

Session Date: |2|]19.'1]2/15 v ]~ e v | \ | luation | @
~ Gommen
W

. (DEpitope Matchmg’;’U’EFaﬁ(

QT REEIRL. PatientBZE AN

B PatientD & D [ (Select alleles)ZE41) v
@DAHNTAHAO—HREEIR

e (SAllelef@IZ7LILEA A
®ZLUTBTLILEST IV
DD~ IEZHEYRT
@ZFTHA—HADAADETROKEI)YY
QR D FIE(@~®)ThonorE$RE A 77
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HLA Fusion® T —3XR—XAKYIEUHTIES

& HLA Matchmaker

HLA Fusion- Q000000
@ Chesl DiClms B CMICA Sewsion Date:  [2019/00/18 v | ~ [0090125 ~ |m_| m&w Search Alielels)  psden? _

~ | Existing Session | ~ | [i T Search Bpitopels) (35 1AHA

e U S— | |, Patient/Donor List >
[ b Veritied Causing mismaich | # of Mismateh only

- | HLA Fusion® 0000000
ied [ Other [F A0 [ _ : _
15ame lstMome 0| e (Select |v| See [ | =
e e B (N R—
b (R T] b ] ey [ ] ewsenn [ | A
Donor Grap | # 2l UNET svparted N Mote Use 8 in specifciy for wikicard search
Aciiveachived | PasertiDonor 10| Family Furat Heme Last Name [e—
Actien D2y T I I Donor
Active |Figaro3T? = ] R Fatient
Actrie 057 | MONE> | HONE> HONE> Dionor
Lt | Dionor

B<
PatientM#& ) [ (Select a patient from database)Zx2')w%
BHRINTLDFEMHN—ETRRINDODT, 2T IFIMEER
LA TILD)YIT B

Donor{g#R M A 1+ E &
A2 iR—bF BcsvI7 A J)LATPatient&Donor{F iR Z# DT TA AL
THLI LT, PatientZEIRT A ETEEI TDonorEEFRELAYET
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YERITAS

SATYFHDEN

* Patient & U'DonorDFAEVTFERE AN,
CalculateZx V) SHERMDRRIND

« WY Ab VerifiedZiEIRT %

&7y HLA Matchmaker

D000

HLA Fusion*

Epitope Matching  Epitope Analysis

@ Clase I (0iClazs T (0 MIGA Session Date:  [2019/02/15  ~ | ~ [2019/02/22 ~ | | Find | | Mismatch Evaluation Search Allelels) | [Axas02

Epitope Library |HMM Class1 0817 W | Existing Session: | ~ | | Delste Reanalyze Sraieh Epiipee) |]5]'°'H'°'
X Lizt &ll Epitopes

Patient Patient] AR0%01, A3 101, BROT02, B*40:01 CHOZ04, CHOT02 | Gomment: RLR)

DonarAImmunizer [Donor 1 w

| wE3E02, AREEDT, B 1302, B¥51:01, GHOB02 G 1601 |

Other [] &Il [ Alleles causing mizmatch ] # of Mizmatch only Ranlara I Galculate I Rarnlan Import Export Save iCnaD | Latest Wersion v | Seszion Mame: |MM_MatCh_2n]gnggg]433m |
A A Fay Fay B B B B & & C C Classl
Patient v Donor v FatiertE v DonorEp v Mismatch v # v PatientE v DonorEp | Mismatch « # | PatientE v DonorEp v Mismatch v # | # bd
o) AbVenfie AbVenfie Misrna [5) AbVenfie AbVenfie Misrna [5) AbVenfie AbVenfie Misma Misrma
Patient!  Donorl  hiR 62RE, o2RE 3] AT, ohrld, 4T, 44RMA, 5] 21H, ohakBE+HD 73AN 80K, 3 25
A03:01,  A#3402, G2QEHE6G, 66NY, TOGT+20D, GOQIAHTEE  44RME, 44RT, BOOKREHIE WS, 738N, B0KH 4R
A#31:01, A#66:01, GENY, T9GT, 145RT, SN, 6948, A4RT, AART+H9T W, TEVRN, TEVRN,
B+07:02, B#13:.02, TIGT, JOGTH0D, 149TAH, G9A8HEQ] 4ARTHOT  NT, 801 80N, 900, 80K,
B+d0:01, B#bol:01, 138M] 90D, 13801 163K , MNT, BITNT, SORSITMT, 163LW S0KH 4R,
y CH03:04, C#06:02, 138BMET9G 138MBETAG 163RW f9A8+I5E, 801 801304, 173K, 20N, 900,
C#07:02  C#16:01 T, 144K, T, 145RT, BITNT, SOHGITNT, 80TLR, 193PL3, 193R
144KR, 149T AH, BITNT+30  S0HI0A, 32LR, 193PY,
144KR+H151 163K, M, T0IAG,  8OTLR 82LR+304, 2190
H, 1508AH, 163RW nTTS, 82LR, 82LRH138T 2530,
161D, 2530 2530) JEESM, 8- 821 R+90--- B2 R 26T0E
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EEDRA Y

l/, HLA Matchmaker \

HLA FUSiO”"‘I 000000 ¢

Epitope Matching  Epitope Analysis

@ Cless] (O Ckes I ) MICA Session Date:  [2018/02/15  ~ | ~ [2018/02/22  ~ || Find | |Mis
Epitope Library  [HMM Glass | 0317 | Existing Session | ~ | [ Dekete | [ Rea
Fatient ‘ AEOEDT, AE101 EXO7:02, BR400 1, GrIZ08, CRO7:02 \ 4 N\ |—/
Donor/Immunizer [Dororl v | ‘ AE3E02, ARBENT B 1302, B 01, GHIGN2 Cr 10T ‘\ \\
I fb Verified [] Other [] P.HI [ Alleles causing mismateh ] # of Mizmatch only Panlara Calculate | Ranlar Import Export Save Latest Version ~ | Session Mame: |MM_Match_2UIQU222HSSU4 T
[ [ A [ B B B C G G G lass]
Patient v Donor v PatientEp v DonorEp 7 Mismatch 7| # Mismatch vPatientE ¥ DonorEp 7| Mismatch « | # 7| PatientE 7| DonorEp 7| Mismatch + # F
Abvenfied Abvenfied Abvenfied | Abvenfied Ablerfie Ablerfie Iisma AbVerfie AbVerfie Iisma isma
‘Patientl]  Donorl  bBBR, 62RR, 66NY,  62RR, 5 AT, 65008, 4T, A4RME, 16 21H, BolKRHE  T3AN, 80k, 3 25
AR0301, AsG402, G2QBERDEG T9GT, TIGT+A0D, G5GIA+TEE  44RME, 44RT, BEOKRHIE WS, T3AN,  SOKH4R
CAR31°01, AB601,  BBNY, TAGT,  T9GTH0D,  145RT, S, BaAs,  44RT, AART+H39T W, TEVRN, 78VRN,
CRTNT Rel 200 1201 anr 12320 1497 AH ROAAHRDT  AART+RAT  NT 8Nl ankl anm anik

 Ab Verified: LABScreen Single Antigen ChEER S T=Epitope
* FEMT DFEILT Ab Verified IZF Ty I E AN TLEELY *
e Other:LABScreen Single Antigen CHEEE I TLVAEL VEpitope
* All:Ab Verified&OtherD i A% &K~
e Patient: PatientWHLARAME VT HER
e Donor:DonorMHLARAE VTR
e A PatientEp AbVerified: 28 F DAO—A X DEpitope
e A DonorEp AbVerified: F F—MAQ—AXDEpitope
e A Mismatch AbVerified: AA—7 XM MissMatch Epitope
e A#t Mismatch AbVerified: AR—A XD MissMatch Epitoped X
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Patient 2 *Donor[g& ¥R D FRE

Epitope Matching | Epitope Analysis

Glazz I

) Class T

) MIGA

Session Date:

Epitope Library

Fatient

HM Glazs1 0817

Patient 1

Domor T munizer  Donar 1

Ab Verified

Other Al

-@ AH0301 AXaL01 BROT02 RGO
- -E Ae3402 AwBB0T  Br1302 B#5101

flleles causing mismatch | # of Mismatch only[ Replace NMDFP code ] [Galcu\ate ” Replace all ] [ Import ] [ Export I [ Save ]

4m2me @ ~

47182019 E~ [ Find ] [Mismatch Evaluat\om]

~ Existing Sessian

- | Delete Reanalyze

Search Allele(s) ARIEN2
Search Epitope(s) 1514HA

G004 Cx0702

Cr0E02  Cx16:01

-

C] Comment:

List All Epitopes

D

fleisk:]n] [Lalesl Wersion

- | Seszzion Name:

MM _Match_20190418101649

g Class]

T Migmatch ¥ Mismatch
Aberified Abverified
3 25

From Other Facilty
Faciiny Nom
Proimct Tyoe

For Dorer Only

Diorex Ty
Trchade v Do FFA

eror o

A A B B B I I G
Patient 7 Daonaor T Patiej wmatch ¥ PatientEp ¥ DonorEp T Mizmatch
— baifng  Abverified BibVer fied Ab\erified
Patient 1 Donar 1 #E @ %ﬁ % 21H, BEQR R+ 7HVS, TIAM, 80K,
Axn2:01, A 3d:02, GEQK R+ TAWS, TIAM, THVRN, BoK+14R
Ax31:01, Afife0 ], TEWRN, BOM, 900, - 80K, BOK+14R,
B07:02, B 13:02, Ecam B T9G T, DHAAT Do) BETMT, ol A, P 16ILW, 173K, S0M, 900, 193PW
Bed 0:01, ExG1:01, 144K, T4HER, 145RT, 149TAH, A4+ THE, S0HGITNT, G2LR, BILR+004, 193PLE, 193P%,
Cr0E04, Cow D02, TH4KR+151H, 163R, 163RMW, GATHT, 401804, 80TLR, ~ B2LR+138T, 219 2530,
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Epitope Matching  Epitope Analysiz

- F—@DMatchingfa R TR

U

Vv

VERITAS

@ Clasel (CCless I () MIGA Session Date:  [2019/03/22 ~ | ~ [2019/03/23 ~ | | Find | Mismatch Evaluation | %:': %% ¢§$"§"
Epitope Lbrary  [HMM Glass 1 0817 | Existing Ssssion: | | [Delete | [Reanabe | A EXpO rt o
Patient ,W‘ |:| [l D01 Ax3T01 BROT02  Be4D:01 G004 CHOT:02
Donar /Immunizer [IERTTEE v |:||:||A~29:02 AXS2IT BXI&02 BHI402 CHDB02  GMIEDD
[ b Verifi Emr; Bles caucing mismatch 1% of Mismatchonly|  papiasa | |Gakulate | Ranlan | | Import || Export I Save | iOniD [Latest Version v | Ssssion Neme: [MM_Mistch_20180929142703
Donr 4 A A A B B B o
Patient | Fepommr—rrT mtE v DonorEp +| Mismatch « | # 7| PatientE « DonorEp  +| Mismatch « | # ¥ FatientE ¥ DonorEp 7 Mismatch « #
D All All Misma o All
FPatient 1f Donor f  9F 9T, 9v 115V, B2RNR 13 9H, g, . i h=E ﬂ Té t
AH0301, Im! 115V, 44RM, 62FR 11AM, Patient Iﬁ *&(-DOHOFIH ( - C
23101, A465:01, 44RM, A4RME, 62RRM, 115V, 245, 8 S gt
B07:02. B#13:02, 4RME B2RN, B2RTH, 24T, 321, I\ j__t N a’_s 7 {f %75 i
B#40:01, B#61:01, BBR 620E B2RNR, B3NN, AT, 45EE, % 0) s WAy avg A ) K
O304, OHB0P, GPQE+E6G, 62RR J9GT+I0D, ABKE, = = 7‘_ o
C#0702 C#16:01 BIEN, 62RRN, 900, 62RN, s j: ~< 2 = RS %E é
63ER 62RTN, 145K, 62RING, * N 4*1]' ClL7& EpItOpesx N7
B63ERM, B3NN, 149T AH, 63EL ’ S:E S
BERA, B5RA, 155WA, BEQIA, &I\j—_ ;j: j’%) &75 g—ij—
L g B5RNA, 6+ BERNA, 6+ 163R 16 BEGIA] - = =
Patient 1 9F, 9T, g3, 97T, 95, 62EE, 20 9H, 9,
230301, TT. 115V, 115y, 620G, 114M, 115V, 245, ?8TN 1AV, 21H, 11AV 245, 8OKHAR
L3101, A429:02. 44ARM, A4RM, BEGK, 11 =
B¥07.02, B#4403 44RME A4RME, BEKA, 2™
B+40:01, B#B1:01, B6R 62GE 62EE BBKAH, 4 Ton) O e _ e UVARG- - L5AN O ‘ﬁ}“‘_“" == -
C#02:04, O#16:01. 620E+66G 6200, BIATI, O P e — =
C#07.02  C#1801  63EN, G3EK, JOHT, S e - [ [ e uel @IS G CNE N
g%EEN gggﬁ gé%gk g S B V] eher (7] M 1) Al cmsming mamatch | ldu-:-u--w ey vy ——| _!w_-_l__lLl'gwl.:__I mm[l.qm -5 [ : — ]
B65RA, B5RINA, 73TH, B8 e vew vhee viue, viee 'm"“"-‘& v, v '-.;,-;g'm TRES, TR 7l T 7
BERNA, 8-+ 66K, 66K~ TGANT, 7-- 6 B (el DL B ML B T LI R W g MRS e b A
Patient 1§ Donor 4 9F, 9T, 9F, 9T, 6210, 20 9 T - S Y- L fr T iy g
250301, #nﬁ-ﬁg e S e i EEOH OESL BR B B B B
il i, BIATN, ! R RERC R
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IJ ‘ 7 L HIEE $nQ BIEE R0, n ::Em . TRAM B0E 1 -]
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Search Allele(s)

Epitope Matchineg | Epitope Analysis

WERITAS

@ Clazz 1 () Class T MICH

Epitope Library  HMM Glass1 0817

Patient Fatient 1

Donor/Immunizer Dopor 3

Ab Weritied [T] Other  [] &Il [] Alleles causing mizmatch | # of Mismatch only | Raplace NMDP code I ICa\cuIate Jl Import ] lExport ] l Save

Epitope Expozed

y OF
115v
430+ 52GER
44RM
$4RME
5IGE
BaGK2
BIEK
BIER
BERA
BERK
8K
BEKA
BoKAH
BOAT
50ATD
FOHT
71Hs
757D
TV
79TVD
EUDT
7OGT
iy
B0TL
TV
4R
a5
1020V
1055
1070
109F
109FE
113vH
116Y
127¢
144K
144K
144TKH

148KHA
EELTAT]

-

Session Date

4117208 B~

» Existing Session:

] D A :01
] D 2502

Antibody
Reactivity

Fravizional

Confirmed
Confirmed

Fravizional

Confirmed

Confirmed
Provizional

Confirmed
Confirmed

A0l

AESZ0T

Bntibody Verified ' 4isie Matched

IFEOEEOO0O0EOOCOCO00O0EOOOOOOOODC0000OEEOOEOO

B#07:02  Bad01

B#1402  B#1402

~  4/18/2015 B~ l Find ] lMismatch Eva\uat\nn] I Search Alll=(z) Ax0201
- [—Delete ] IWI [Search Epitope(s) 151AHA

Cx2:04

C0E02

Cx0702 -

CNE:02 -

——  Comment: Lizt &ll Epitopes

)

] icnah lLatest Wergion w | Segzion Mame: (MM _Match_ 20190418 101649

Alleles
Ax0201 AXOL01A*02:02 %0203, A% 02:05,A% 0206, A%05:01 A% 1101, 4% 1102 A% 2301, A% 2302 A% 2402, 4+ 4:03 A% 2501, A% 26:01, 4% 20:01, A% 2002, A 3001, A3 0: 0=+
Ax0201 AX0201,A*02:02 A%02:03, A% 02: 08, A0 206,B+57:01,B+57:03 B+58:01.4¢02:04 40207 A% 0208, A*0 209, A* 0210, A% 02 101, A0 2 102, A%0 2104, A*02: 105, A=
Ax0201 AO201A*D2:02. A%02:03 A% 02:08 A0 206 A*0 204 A% 0207 A*0209.4%02: 10, A%02 101 A%02 102 A0 2 104, A%02: 106,402 106.A* 02107 A*02 108 A*02 1
Ax0201 AR02:01,A*02:02,A%02:03, A% 02:05, A*0206,4% 2301, A%23:02,A4% 24:02, A% 24:03 B+46: 01,0+ 0 1:02,C402:02,C% 02 10,C* 0302 CH D TN, 50 304,00 4:01 Ca g
Ax0201 Ak0 101 A*D201, A*02:02 A% 02:03A%0 200, A*02:06, A+03:0 1A% 1101, A% 1102 A%30:01, A% 30:02, A%3 1:01 A% 3201, A 3601, 4% 7401, A*B0:01,B% 15:16, B*5 7:0--
Ax0201 k0101 A*D201, A*02:02 A% 02: 03 A% 0200, A*0206, A03:01, A% 1101, A% 1 1:02, A% 3601, A% 26:01, A%20:01, A% 20:02 A% 30:01, 4% 3002, A% 3 1:01, Ax 3201 A3 3:0--
Ax0201 A0 01 A*02:02 A%02:03, A% 02:08 A0 206, 4% 34001, A0 204 0207 A4%02:00, 4402 10,4+ 02101, Ak 0 2102 A% 02104, A%02 105, 4402 106, 4402 107, 4402 10--
Ax0201 A02:01,A*02:02 A% 02:03, A% 02:05, A%0206,A4% 2301 A% 2302 Ak 24:02, A% 2403, Ak 34:0 1 B4 01 CH01:02CH 02020402 T0C* 030200 F 0300 304, CH0 om0
Ax0201 ARD201A*D2:02,A%02:03, A% 02:05 A0 206,A%23:01,A%2 302 A*2 4024 24003 A 3001 A 0204, A*0 207 A*02:09, A+ 02 10,4021 01402102, A% 02: 104, ==
Ax0201 Ak02 01, A*02:02, A% 0205, A% 02:00,A0206,A%2301,A% 2302, A*2 402 A% 24:05, A0 2 04, 4% 0207, A*02:09, A% 0210, A% 02101, A*0 2102, 4+0 2104, A*02:105,A--
Ax0201 k0101 A*D201, A*02:02 A% 02:03A%0 200, A*0206, A03: 01, A% 1101, A% 1102 A% 2301, A% 2302 A%24:02 A% 2403, Ak 25:01, 4% 26:01, A% 3001, A% 3002 A3 0: 0=+
Ax0201 A02 01, A*02:02 %0203, A% 02:05,8% 0206, A%05:01 A 1101, 4% 1102 A% 30:01, A% 3401, A% 34:02, 46 6:01, #0602 A6 801, 4% 6502, A*60:01, A% 7401 B+2T0--
Ax201 A0 0L A*O2:0 1 Ax0202 A% 02:03 A0 205 A%0206 A 2201 A% 2302 Aw 2402 A% 2403 A% 2501 A%26:0 1. 4% 30:02 A3 201 4w 36:0 1. Awd 301 A% 7401 A*B:0--
Ax0201 AR T0LA*D20 1 A*0202 A% 02:03 A0 205, A*0206, A 2301, A% 2302 Aw 2402 A% 2403 A% 2501, A*26:01, A% 30:02, A3 101, A% 3201, A% 3301, A* 3303 A* 360
Ax0201 A2 01 A*D2:02, A%02: 03, A% 02:05,A% 0206, A%05:01 A+ 1101, 4% 1102 A% 3001, A% 3401, A% 3402, A*G6:01A* 5602 AGE:01, A% G802 A*G3.01, A% 7401 B*2 70~
Ax0201 AR A*02:02 A*02:03, A% 02: 05, A% 0206, A%05:01 A% 1101, 4% 1102 A% 3001, A% 3401, A% 3402 A*66:01, A*BE02 A6 801, A% 6502 A%E0:01, A% 7401 B4 6:0--
Ax0201 A2 01,A*02:02 A%02:03, A% 02:05,8% 0206, A%05:01 A 1101, 4% 11:02 A% 30:01, A% 3401, A% 3402, A+66:01, %0602 A6 801, 4% 6502 A%E001, A% 7401 A*01: 1+
Ax02:01 AXD201A*02:02 A%02:03 A% 02:05,A% 0206, A%05:01 A 11:01 A% 11:02 Ak 30:01, A%31:01, A% 3301, A+33:03 A% 34:01, A 34:02 Ak BE:01, A*BE:02 AxBE:0 1 A8 0=+
Ax0201 AR T0LA*D20 1, A*0202 A% 02:03 A0 205, A*0206, A*03 01, A% 1101, A% 1 102 A%26:01, A% 2901, A*2%:02, A 30:01, A% 30:02, A% 3101, A% 3301, A* 3303 A*34:0--
Ax0201 A0 01 A*D201, A*0202 A% 02:03A%0 200, A*0206 A+0301, A 1101, A% 1102 A%26:01,A%29:01, A*2 %02, A%+ 30:01, A% 30:02, 4% 3101, A% 3301, A% 3303 A*34:0--
Ax0201 k0101 A*D201, A*02:02 A% 02:03A%0 200, A*02:06, A+03: 01, A% 1101, A% 1102, A%36:01, A% 2001, A*20:02 A% 30:01, A% 30:02, A% 3101, A% 3301, A% 3303 A*34:0--
Ax0201 AXOL01A*02:03, A*0206, A% 69: 01, 4%0 120, A%0 204, Ax0 207 0209, 40210, A%02 101, A%02 103, A0 2 104, A%02: 105, 4% 02: 106, A% 02107, Ax02: 109, A0 21+
Ax02:01 AX0201A*02:02 A%02:03 A% 02:06,A% 0206, A%25:01 Ak 26:01 A4 3401, Ak d 301, A%BE: 01, A%BE02 A+68:02 A4*65:01,B+13:01.8+ 14:06,B+ 15:01 B+ 15:02 B*15:0-+
Ax0201 AR T0LA*D20 1, A*02:02 A% 02:03 A0 205, A*0206, 0301, A% 1101, A 1 102 A% 2501, A% 26:01,A*2%:01,4%29:02, A3 0:01, A% 3002, A% 3 1:01,A* 3201, A*33:0--
Ax0201 A0 A*D20 1 A0202 A 02:03 A0 200, A*0206 Ax030 1A% 1101, A 1 102, A% 2301, A% 2302, A%2 4:02 Ak 24:0 3, A2 5:01, 8% 26:01, A% 202, A% 3001, A3 0:0--
Ax0201 A2 01 A*D2:02, A%02:03, A% 02:05,A* 0206, A%03:01 A+ 2301, A4 2302 Ak 2402, A% 2403, A% 2901, A*2%:02 A+ 30:01, A% 30:02, 4% 3101, A% 3301, A% 3303, A+ 4:0--
Ax0201 AX0L01,A*02:02 A%02:03, A% 02: 08 A0 206, A%6%:01, A0 204 A*0207 A%0 208 A0 209 A% 02101, Ak 02102 A0 2103 A%02 104, 4%02 105,440 2 106,402 10+
Ax02:01 Ak0 101 A*02:01 A%02:02 A% 02:034%0205A%02:06, 0301 A% 11:01, A% 1 1:02 A% 2301, A% 2302 A+24:02 A 24:03 A 25:01 4% 26:01, A% 2001, Ax 2902 A3 0:0--
Ax0201 AT A*D2:01,A*02:02 A% 02:03A%0 205, A*0206, 4% 11:01, 4% 11:02 A%23:01, A%23:02 A% 24:02, A*24:03 A% 25:0 1,4 26:01, 4% 20:01, A% 2502, A 30:01, A3 1: 0=+
Ax0201 A2 A*D202, 40203, A 02: 0540206, A%23:01 A+ 2302 A 2402 A 2403, A%G8:02 A% 901, B+27:03 B*27:05,B+2 .08, B+ 4 7:01, A% 0 1:30, A* 0 2:04 A*0 2 0=
Ax0201 A2 01 A*02:02, A%02:03, A% 02:05,A*0206,A%23:01 A+ 2302 A 2402 Ak 2403, A%68: 02, A%69:01,B+07:02 B*07:03,B+08:01,6% 15:10,B+4 0:01, B+ 40:0 2, B4 1:0--
Ax0201 AXOL01A*02:02 %0203, A% 02:05,A%0206,A%20:01 A 2302 A% 2402 A% 2403 A%68:01,A%68:02, 4+69%:01, 4% 0204, #0207 A* 0208, A% 0209, A* 0210, A*0 2 1+
Ax02:01 Ak0 101 A*02:01 A%02:02 A%02:034%02.05A%02:06, A+03:01 A% 11:01, A% 1 1:02 A% 24:02 A% 24:03 4+36:01 4% 68:0 1, A6 3:02 A% 6901, A*B0:01,A*01:02 A*01:0-+
Ax0201 ARDT0LA*D2:0 1L A*0202 A% 02: 05 A% D206 A*030 1A% 1101 4% 11:02 A% 2402 A%24: 03 A% 36:0 1 A*68:0 1A% 6802 A#69:01. 4% 80:0 1. A%0 1:02.A*01:03. A*0 1:0-=
Ax0201 A2 A*D2:02,A%02:03, A% 02: 05 A0 206, A%65:01, 46802 ArG%01A4%0204 Ax0207 A* 0208 A*0 209, A*02:1 0 A+02 101, A+0 2102, A*0 2 103, A*02: 104, A=
Ax0201 Ak0201,A*02:02, A% 0205, A% 02: 06,4%6501,A%E0:02 AE301, A% 0204, Aw0 207, A%02:08,A%0 209, A+0 210,402 101 A*02:102,A+02103,A+0 2104, A*02: 108,
Banand B TR RR A A A0 fk R B0 A A 50 R 10 AT TR B A B 1S BN T AR 00T AR NG BRRNT ARATAD A 10D Aef 1A ke 1R

TAK01:08 A%01:09 A%01:10,4%01:12 A%01: 1
S A%20: 07 A% 2601, A% 2901, A 29:02, A% 30:0-+
SEIZ07 A%02 108 AX02 109, A0 211 A% 02
TR 2601, A% 28:01, A% 2802, A% 3001, Ak 30
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Search Epitope(s) o

Epitope Matchine | Epitops Analysis |

@ Clazs] O Class I () MICA Session Date: 41172019 @~ ~ 44182015 @~ [ Find ] [Mismatch Evaluation ] Search Allelels) Ax201
Epitope Library  HMM Glass1 0817 » Existing Seszion ~ | Delete | | Reanalyze | Search Epitopels 9
. , Lizt &ll Epitopes
. X X X X X X Comment:
Patient A0301  A%3101  B*0T02  BwdR01 C0Z04 CHOR02 -
Fatient 1 [:] D 18 C]
Donor/Immunizer  Donor 1 » [ ][] A*3e02  Ax6E01 B¥1302  B*SLOT CHOE0Z  GH1GD1 =)

-

b Verified [7] Other All fAlleles cauzing mismatch | # of Mizmatch only[ Reglace NMDP code I [Ca\culatel Reglace al I [ Impaort ] [ Expart ] [ Save I iCnal | Latest Version ~ | Session Mame: |MM_Match_20190418101649

Epitope Exposed agta‘gae')\;y Entlbody Verified g
» 9F ¥
9F i — =
" W RRERT E=IReplace allZ91) vy
9F &
9F 3201
aF AxIED1
aF A0
9F AxR001
aF Cx01:02
9F Ax01:03
aF Ax0 06
aF k0107
9F Ak
aF A0
9F Ax01:10
aF Ax01:12
9F Ak01:13
aF Axil1d

Search Epitope(s): E THDIEM T RICLI-BREZEREEZRT
ABALTWBEIAMEVTHEICEATHAIEN—T DHD
RRTIEHYFEETA

4 HEll ]

F #0138
9F 0204
F w0207
9F A*02:09
9F B2 102
F Ax02:103
9F Ax02:104
F B*02:105
9F A*02106
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List All Epitopes s

Epitope Matching | Epitope Analysis
@ Glazs I (0 Glaze T ) MICA Session Date: 41172018 Elv ~  4/18/2019 [E~ [ Find ] [Mismatch Evaluation] Ax)2:01
Epitope Library  HMM Clazz1 0817 ~ Existing Session - [ Delete ] [ Feanalyze ] Search Epitopelz) 0F
Patisnt Patient 1 () [) 0301 ARI01 BRI70Z BMOT CHOEDS GHOT02 + [ Comment List All Epitopes [}
DonorTmmunizer Donor 1 - E E] Ar3d02 AGE0T B1302 B*EL01T C0602 G160 - C]
Ab Verified [7] Other All filleles cauzing mizmatch | # of Mizmatch only | Reglace NMDP code Calculate l Replace &l I [ Import ] [ Expart ] [ Save ] iCn3D |Latest Wersion v] Seszion Mame: |MM_Match_20190418101649
Epitope Exposed agtalc‘?toisiy Egtlbody Verified Allele
y OF XD
oF Bx02:01 — —1
; . ] KRRaRI E=ILReplace allZx') v
aF Ak(203
aF Ax(301
aF A3201
aF Aok 3f0
aF Axid0]
9F A3
aF (102
aF A%01:03
9F H01:06 . .
oF AR1107 L t AI I E t
d et 4 N pltopes:
o A0 109 8 o o
aF Ax(1:10 —
W A1:12 é—co)lt I\ 7%%1\
aF Ax(1:13
qF Ax1:T4
aF A%01:17
aF A 119
aF Ax(1:21
aF Ak 1:23
aF Ak 1:24
aF A%01:25
aF Ak 1:26
aF Ak 1:28
qF Ax01:29
oF A*01:30
aF Ak 1:32
aF Ak 1:33
9F AxD1:35
oF Ar2:04
o 0307
9F H02:09
aF Ax(2:102
aF Ax(2103
aF A2 104
9F &%02:105
9F &%02:106 24



Alleles causing mismatch

Epitope Matching | Epitope Analysis
@ Glazs I (O Glass I ) MICH Session Date: 4/11/2019 [E~ ~  4/18/2019 [E~ [ Find ] [ Mizmatch Evaluation ] Search Alleleis) Ax0201
Epitope Library  HMM Glass1 0817 + Existing Session: ~ [Delete | [Reanalyze Search Epitopels) aF
X Lizt All Epitopes
Patient Patient 1 [ ) [ A0301A%3L01BRIT025%40010HI3040H0T2 ~ [ Gemment sl Eiones.)
Daonar/Immunizer  Donor 3 - C] D SxI0:02 A3 01 Bk 1 4:0 38 B C]
Ab Werified [] Other [ lleles causing mismatch | # of Misma [Calculate |[ Resiscea | [Import | [Export | [ Save | ion3D [Latest Version v Session Name: WM Match 201004 18101648
o . a a A " #‘3 G G G % A
atient  Donor ¥ PatientEp ¥ DonorEp ¥ Mizmatch w Mis| | w Mismatch ¥ PatientEp ¥ DonorEp ¥ Mizmatch w Mismatch Mismatch
Abvferified Aberitied Abterified AbYy ‘ ||:|| I |E |EE AbVerified Abverified Aberitied Abverified AbVieritied AbWerifiee
Patient 1 Danar 1 BAR, B2QE+BEG, B2RE, GENY, G2RR, 79GT+900, 6 . . 16 2H, BRCIK R+ TEVS, TAAM, 80K, 3 5
Ar0301, Ax3d02, GEMY, 7OGT, TOGET, 79GT+A0D, - 146RT, 149TAH, 01, BRCIK R+ TEVS, TAAM, TEVRN, 0K+ 14R
AkILD 1, ARG 128M} 90D, 138M], 163R, 163RW I:I:Iﬂtr' |t||_.|t ||"|g tl:l 76VRN, 80N, 30D, 30K, 20K+ 4R
Ex07:02, B 1302, 1380+ TOGT, 138MI+7AGT, R, 163LW, 173K, B0M, 900, 193 Alleles
Ex40:01, B*51:01, 144K, 144KR, T46RT, 149TAH, | Alleles - . A, 193PL3, 193PY, contributing to
CHI304, CHIG0Z, 144KR+151H, 163R, 165Rw, | contributine to thE mil= I‘T'IEItE"'I 2149, 2530, the mismatch:
G702 G601 1508AH, 1610, 2530 the mizmatch: J67QE
2530 C0E:02 (734N,
f%34:02 (BIRR, S0K, BOK+14R)
TAGET+A0D,
T45RT, 149TAH)
AREET (B2RR, ;+; .
TAGT+A0D, -
146RT, HQ'\I"\EH.
s JAGET+A00
1 #,
146RT, 149TAH)
kG601 (62RR, &
FOET+A00,
145RT, 149TAH,

Alleles causing mismatch:

Mismatch EpitopelSREE T 57 L IILMTRREN D
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VERITAS

#of Mismatch only

Epitope Matching | Epitope Analysis

@ CGlass] (O Class I ) MICA Session Date: 41172018 @~ ~ 4182019 @~ [ Fitd ] [Mismatch Evaluation ] Search Allele(s) %0201
Epitope Library HMM Clags1 0817 + Existing Seszion: 9F

| M D& F T
i — #of Mismatch only: Mismatch@ 7~
Donor/Immunizer Donor 3 > [ ][] A#e02A3201B%140 —
b Werified [7] Other all Alleles causing mismatcll 1 # of Migmatch onlyu Replace NMOF code ] [Calculate ][ Reglace all ] [ Import ] [Export ] [ Save ] iCnal Session Name: @

g E g Classl
jatent | Danar Tl Mismatch © Mismatch  © Mismatch  © Mismatch ")
Abterified Abtferified Abtferified Aberified

Search Epitopels)

Patient Patient 1 C] D Ax03:01,A%31:01,B407.0

Patient 1 Daonor 1 i 16 3 25
AR0301, A3402,
A#31:01, BxBR:01,
B#07:02, B#13:02,
B 40:01, E*51:01,
C#03:04, C#0E:02,
CHO702 CH16:01

RIZEERETIZIXEBE E#of Mismatch onlyZx91) v
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Mismatch Evaluation-1 ens

Epitope Matching | Epitope

Search Allsle(s) A#24:02

MismatchBDAVIA IEEY =TIV THE Dl SN Tr—
o List All Epitopes.
®NeW€7IJ ‘y7 valuation . ;]r == T
@pProfile NameZ A 71 Ision® 0000000 |
@% D —jj X 0) jJ \\J I\T 7 1IE % A jj e +| (Ho special cheracters; b P witﬂharacters) X
@Save é 7 IJ “J 7 ed Epletz () (must be positive inteeer values) (flag as Ing az one cutoff is satisfied) | %?D]EEEO

©ApplyE7')v7 ST -

DR {DRB1.DRB345) 1
G D& 1
Class I Combined DF
Class I combined
= e Verified Eplets @ New Eooo
& Epitope Mismatch Evaluation ; e All Eplets (Verified = well as predicted) Rename (|b BO76E
N

HLA Fusion- | | | —
Aoolv Save |

Profile Mame I {Mo special characters; best keep within 50 characters)

v,
& Epitope Mismatch Evaluation

Description

v] (Mo special characters; best keep within 50 characters)

Gutoff Mizmatched Eplets (> (must be positive inteeer values) (flag as lone as one cutoff is satisfied) Profile Name [sample
DRE1 PADC & Description

—_— DRE345
B [r— Cutoffs for Mismatched Eplets (>) (must be positive integer values) (flag as long as one cutaff is satisfied)

DR (DRB1.DORB34E)
MIGA

G [la] A 1 DRE1 =
S —_ DRE345
GClass [Combined | | DF B il DR (DRE1.DRE345) ]
Class I combined G 4 Jola] =l
Class I Combined op T —
(71 Use Werified Eplets Glass 1 combined [
@ Use &l Eplets (Verified as well as predicted) © Use Veritied Epiets o

@ Use #ll Eplets {Werified as well as predicted)

" VIGONE LAMBDA



Mismatch Evaluation-2

YERITAS
Epitope Matching | Epitape F\nalysls, \
@ Clazsl (O Class T ) MIGA Session Date 4112019 @~ ~ 41872019 [F
Epitope Ll HMM Clazs1 0817 v o Existing Session:
Patient Patient 1 C] D AxD01 A*IL0T BOR02  B4R01 0304 CHOTO2
Daror/Immunizer  Donor 4 - | [] A0kl Ae1t0l o BedS01 BeIR0D Ce04DT G401
[ Ab Verified [] Othe || Alleles causing mismatch | # of Mismatch only[ Retace NMDP code | [Calcula
a & a A B ] B E o) o o) ) Classl
Patient +w Do &7 PatientEp ¥ DonorEp W Mizmatch W ?; ok PatientEp W DonorEp W Mizmatch Gy #ﬂ tch ¥ PatientEp 5 DonorEp W Mizmatch W fﬂ tch © M tch V] zample? 7
Al All Al et All Al All (I Al All All et e
Fatient 1 9T, 115V Y115V, 44RM. B2RNR B2RR GH. 9, 114M, 9‘r’ T1AM. 24T, 44RMA, $4RT 1C 40, 9%, TIAW. G, 90, 8 1AW 734N, BOK, 49
Ax0E01, b, 44RME, 44RME, fi2RN, HIRRN, B2RTH, 115V, 145, 24T, 41T, 44RM, 44RT+EITHT, 21H, 245 B2RK, 245 B2RK, GIEK, GOK+14R, 97W,
kL1 E EARIE._FARE, BRIl 20CT 321 41T 45EE. 44RMA 44RT BAIF, 71TTN, G3EK, BECIKR BRGIKR, 166GA, 15EWA,
45KE, BIRM, L4RT+EATNT, 73TN, 7BEM, BECIKR+TEWE, BECIK R+ TV, 1931
52RNQ G3EL G2ZRN, fiZRNG, 7RENL 7BEMR, K, BORA, BART, 6K _BIRA BIRT
H3EL BT GAIF, TRENT, 7HET, 201 T0QT, T1ATS, 00T, T1ATS,
EEQIPH?EESN GAIS, B9TNT, BOL+GITNT, T20TD. 73AS. T20TD. TIAN,
GAL BAIS, GETY, TITTM, 73TH, B01+904, BITA, 737DV, 73TS, 73TDV, 73TS,
G944, 7ATY, TREN, S0TLR, 81ALR, AT, TATVS, TV, T3TVS,
3 5 2T 694 A+G5CL TEEMNL 7TEENR, BILR, BALR+90A, THVRN, 7RV, THVRN, ?B\J’S
TIHS, 7105, ?ETD ?3TDV G94A+7EE, FRENT, 76ET. 801 - 82LR+138T, TTSRM, BON_ 90D, 77SRM,
72Q7TD, 731D, 73TV, 73TV, GIAQT, BIAT, B0+BITNT, BILR+1440R, U410 94TL, 97R, 80K+NR SDN
737D, 7370, EWDT, T9GT, GAATS, BITMT, 200+004A, 80T, 9ILR+146R, 045, 90, 10200, 900, 94TL, 97w,
73T, TATVD, 79GT+A0D, 80T, GATNT+B0M, S0TA, B0TLR, BILR+145RA, T08L, 137D, a0y, 103L,
TEVDT, 7OGT, 20TL, 900, 8471 FOIAGL 70T, S1ALR, B2LR, 947w 97T, T16L, 1168, 116Y, 11870, 1165,
20T, B0TL, 47T 9?1 97R, 99, FIATS, FITTS, 82LR+90A 1315, 144011, T4, 1471, 142ITC), 1524,
NI nam o 1090 1R 1 T 79TACw, 01 D100 TR 1R TEANTEAC 1R 1EAC 1EADA Ty
Patient 1 Donor 2 9F, 9T, 115, 95, 0T, 115, 45, B2EE, 6214, aH, 97, 114M, QY TTAM, I]SV ITTH, 73TN, 15,90, 9, 1AV, 1C, 90, 3 T1AW 73AN, BOK, 61
Ax%01, AxI%17, 44RM, H4RME, 44RM, 44RME, RAGE, BEKA, 115, 245, 24T, 245, 4T, 221, 7BEM, FEEME, 21H, 245, B2RK, 245 B2RK, BIEK,  GOK+T4R, 97w,
Ax3101, Ax2G02, 6R, B20E, G2EE, f2L0, GEKAH, BIATN, 32L, 81T 45EE, 41T, 4GEE 4BKE,  7RENT, 76ET, BIEK, GECIKR, BACIKR, 99F, 118N,
B*07:02, Brdd0g, BIGE+EAG, RIEN,  BIEK, BEGK, TOHT, 715TH, 45KE, G2RN, G2RN, iaRNG, 20TA, BOTLR, BAGIKR+TEWE, BRCIK R+ TAWE, 116F, 186GA,
E#40:01, BB1:01, G3ER, BIERN, GERA, GERNA, TATDA, 78N, G2RMG, G3EL H3EL BEQIA, S1ALR B2LR, 6K, GORA, RIRT, 66K A9RA BORT,  193LW 276K
G004, CxlE01, GERA, AERNA, BBK, BRKA, THANT, TREN, GEOLA, REQIA+TRES N, BILR+A04, T0QT, T1ATS, 00T, 71ATS,
C*0702 1801 BN, BENAH, GBKAH, BEM, THENL_7RENR, GEOLA+TRESN, GAL GBIS, BALY, BILR+138T, TI0TD, 7343, TI0TD, TRAN,
BENAC, BENY, BENAG, fENY, TINGT, 801 GAL BAIS, ALY, GAA A, BILR+1440R, 7370V, 73TS, 737DV, 73Ts,
BIACT, GIAT, GIACT, GIAT, A0M+804, B1ALR, G944, G394 A+G50T BILR+145R, T3V, TATVS, ATV, 73TS,
RAATD, 7OQIT, BIATH, TOHT, BILR, 82LR+A04, G94A+B5CL HAAA+TEE, BILR+14ERA, TEVRN, 7RV, THEVRN, 7EVE,
TIHS, 7105, 00T, 71HS, BILR+138M, G944+ 76E, BIACIT, BIAT, 1315, 162GLS, J75SRM, BON, 900, 77SRM, 80K,
72070, 731D, 7105, 715TN, HILR+1440R, GIALT, GIAT, RAATS, BATNT, lﬁSLSfG 166ES, 940 94TL, 97R,  BOE+14R, 80N,
737D, 7ATDV, 720TD, 7ATDA, B2LR+146R, BIATS, BITMT, FOIAG, T0QIT, 199V, 245TA 945, 99, 1020, 90D, 94TL, 97R,
73TV, TATVD, 73TDE, 73TN, BILR+146RA, GATNT+B0N, TIATS, 71TTH, T08L, 137D, a7, 99F, 24,
VDT, 79GT, TBANT. THEN, 99F, 113vH, FOIAGL T0QT, 72070, 79TDE, 1165, 116Y, 103l 137D,
80T, 80TL, 94T 7RENL THEMR, 163TG, 166DG, TIATS, TITTS, TATN, 7375 HQlTQ H?L HSYN. HBF
031 NTR i, MET 0T d0d nm—n -m-rnr T JECHL TEann AniENE H:c' 1
Patient 1 Donor 3 9F, 9T, 115, aF, OT, 115, ) o, T1AY, 2145 BAIC, BRICT, 97w 10 9D v, I]F\ LG, 5, A 360, 1 34
fanmnd faeAnnn AL LARE AA DT SEDALALONT IISV. 248. 24T. 45EE. B2RN, 113N, 116F, 21H. 245, B2RK, SSQ B9RK, B3EK,  116F, 138K
= [ 321, 41T, 45EE,  B2RMQ, BEL BAIC, 1313, 1315+163T, HIEK, BEQKR, BECIKR, 177KT, 275G
45KE. G2RN, BARICT, BITNT, 170RH BRGIKR+PEWE, BRCIK R+ 7EYS,
S = GIRMG, GIEL HATNT+E0N, K, GIRA, BIRT, 6K BIRT, 700T,
. . : 0 @ \ GA0IA, FITTS, 72670, T0CT, T1ATS, T1ATS, 12Q7D
v - — 7 GEOLA+THESN, TATDE, 73TS, 7207TD, 7345, n, 73
Profike Mame| s | (Ho special characters: best kesp within 50 charactérs) 661 BRIS, GALY, 76ES. FRESH, 7370V 7375, TV ATV,
Deseription G944, T7SRMN, 80N, TATV, TATVS, THVRN, RS,
G94A+GECL D4TL, 97w, 90y, THVRN, 7RVE, ISR, 80N,
694 4+76E, 1020, 137N, T7SRM, BON, 90D, 94TL, 97R, 99v,
T v ¥ = B 7 3 1 i sati GAAQT, BIAT, 116F, 1315, Q400 94TL, G7R,  108L, T18YN,
Cutotls o Mig 6 () st e positeve wtener vaboss} {llan a3 koo a5 ore cuball 5 salisled) SBATS, EYTHT, 13155 89T A0S, 00V 000N, 116F, 138K,
A Ui Lt GATMT+B0M, 142170, 162E, T08L, 113YD, 14217Q), 162E,
DROME FOAC, TOQT, 162RE, 166L, 1163, 1167, 162RE, 156R,
g O (DRELDRDI4S) AT, ITTS, 166LA, 163T, THAITE, 1471, 166RA, 163T,
e - 2T 2T e L BT 170 B 1B ABOE AR AG SR A0 Bl
Gilass [ CGombined o
Gass T eombined
Use Werified Eplets e
@ Lise All Eplets (Verified s meil a6 predicted) prm——
Dedete
Save
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=,

X DFRT

1.0
'
©
E 0.8 v
=
7]
g 0.6 P<0,001
e
% el HLA-DRB\13:45 Epitope Mismatches
g — 0 (N=101)
o 927 — |11 (N=220)
o — |12-41 (N=275)
Do T T T T T T T 1
o 2 4 6 & 10 12 14 16
1.0
N =
2 s
£
g 08+ P=0.1
o
% 04
bé i HLA-DRBAntigen Mismatches
§ | — 0(N=89)
T 024  — | (N=265)
| = 2 (N=242)
uu T L] ) 1 1 T 1 L
o 2 4 & 8 1 12 14 18
Arrisk 596 S48 485 154 261 1 &6 108 Sé 14

Years of Follow-up

1.0

0.8+

0.6+

0.2+

DQ dnDSA Free Survival
L

0.0

YERITAS

P<0,001

HLA-DQu\ 51 Epitope Mismatches

= 0 (N=108)
— 1-11 (N=165)
— 12-41 (N=323)

2 4 6 B

1.0

0.5+

0.6

0.4+

0.2+

DQ dnDSA Free Survival

0.0

HLA-DQJS) Antigen |
— 0 (N=121)
= | (N=301)
— 2 (N=174)

0
At risk 596

T 1 L T
2 4 & 8
544 438 335 246

Years of Follc

P=0.1

CLINICAL RESEARCH | www.jasn.org

Class Il Eplet Mismatch Modulates Tacrolimus Trough
Levels Required to Prevent Donor-Specific Antibody
Development

Chris Wiebe,*" David N. Rush,* Thomas E. Nevins, Patricia E. Birk,’ Tom Blydt-Hansen,!
lan W. Gibson,' Aviva Goldberg,® Julie Ho,*** Martin Karpinski,* Denise Pochinco,
Atul Sharma,® Leroy Storsley,* Arthur J. Matas, ' and Peter W. Nickerson***

Departments of *Medicine, SPediatrics and Child Health, TPathology, and **Immunclogy, University of Manitoba,
Winnipeg, Manitoba, Canada; "Diagnostic Services of Manitoba, Winnipeg, Manitcba, Canada; Departments of
*Pediatrics and MSurgery, University of Minnesota, Minneapolis, Minnesota; and 'Department of Pediatrics, University
of British Columbia, Vancouver, British Columbia, Canada
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BAEDTIEBD AN

FANT R

Donor{E#HR D A 77

e l Epitope fnalysis l ‘ ‘

%A

FCZ

@ Class T Patient :] D

ary  HMM Glass1 0817 - 10152016 - 342042019 + | Find Doror / Immunizer i D B

4 SampeD < Sampke Date Patiort ool Session Name
Patient 105 701,61) | L51404_010_Matchmaker | Lsiapd (@ Analvsis Cutoft ) MM Sutoft © Manual - [7] A B c

Data Type  Baseline = Gutoff

Mean of Self (m)
sD
m+35D

21)99

&), Select Alleles
0

- Hl A Fucinn~

0 @A OB ©OGC | MGCA

£ LS1A04_010_Matchmaker

il Gukelf. | ' DRE!  DRB3  DRB4

Other [7] All [T # of Eplets Only 7] Run Table  i0n20 [Latest Version  ~

Show Selt | [ Showimm | [ShowP0s | [Reset | [ Bwort |

1 DOAT ) DGBI ) DPAl

0/0/0/0.0/0,0)

Select sero to show
associated alleles:

Bead . . Missing
o 7 Locus ¥ Raw 7 Baselne T Ratio T FRxn EF T Cutoff

7 Self

o HMDP Code

7 Imm 7 Al 24

Search NMDP

(DEpitope Analysis? T ZRi<

@PatientDFE D O(Select alleles)& ') v

RANT BHO—HREEIR

@ AllelefBIZFLIILEA S

B®F%UTDTFLILESTILY)YY

® D~ODIEIEEEYIRT

@DETHOA—HRAD AN T RokEHY)
R4k D FIE(@~ @) Thonor&#HREA 73

Ax24020
k24020
A2403
A%2404
k2405
A%2406
A%2407
AE2408
A2409N
A2410
AE2ETIN
A3
2414

Select and right click to take the first allele from MMOP code

k2402

2415

YUONE LAMBDA

w7

[B01+30A/ 601

163E+166ES
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RAETEHRD A S Y.

HLA Fusion® T —3XR—XAKYIEUHTIES

pitope Matchingl] ERitope Analysis I

@ Class 1 ) Class I O MICA Fatient

Epitape Library HMM Class1 0817 v 01672016« 8/20/2018 + [ Find Doner # Immunizar

ctived Archive clive
Ab Verif
: 3

Allele

Govender

MatchMakerZ Bfl= . Epitope Analysis® 7 Z i<
Patient®4& M O (Select a patient)Z ') v
BN TLSEHRN—ETRRSNSAD T, %
EIRLETILDYIT B

anor'l'%ﬂﬁ@]\jl HEHR,
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BEREEORT-1 Y

Bb Verified [ Other [0] All [ #of Eplets Only [ Ran Table (D Show Self | | Show Imm | | Show POS | | Reset | | Exoort | Row Count: 99
- _ _ Missing P M, Tmm bt TP 3
Allele + Sero ¥ 0 ¥ lecus ¥ Raw ¥ Baselne ¥ Rato ¥ Run EP ¥ Cutoff Self 7 Imm W 2o T &b ¥ fb 7 A ¥ Ab T A 7|
Def Er e Verified Verified

Werified erified

erified

31 ‘Bl3Bwt B F23747 03560 10701 (PO W 205 ] TTHGL THG
B 1301 Bi3Emé 007 B 22791 20585 7081 POS B oan B ] 1L i 1440L i i
Ax02:05 Al ] A 16055 16745 5 24 POS [ 1 il [ #50+62GER 6 o BOHHIGER b
Ax0201 A2 L A 16536 16335 54.79 POS O s il O #80+EGER T s 0 BofGER T 8
A2 A g A 15582 18372 5 03 POS [ B [ 150v5a6ER 5 i 30+ 5206ER, 5
AHBED2 Aba 30 A 15154 14853 4972 POS [l 2305 Bl O TERATRH T e 0 TEETTRA s
A*EL01 A 041 A 15105 14805 5155 POS O s B O i e i 07 ame
AvEED1 A 12 A 15035 14757 2578 POS 0 s Gl O 8 TeaTRRT s i 139K, ThaTRH T
f* 2803 A2 L} f LTI 2574 POS B e il ] 88GK Tark 3 0 BEGIK, To7k, 3
Ak 2402 A2 ot f 8645 8428 2433 POS [ E: L B O B8R 1 3 0 BEGK 1578, 3
Ar2301 A23 uio A 8287 8043 18.07 POS (R ELH [l ] 886K 187 2 0 B5G&K 137K 2
Ar6:02 A 028 A 5848 564 152 POS [ 1 B il 0 0 0
AREED1 A 027 A §320  5in 17.78 POS O 2308 B 0 0 0
B 1512 B76EwE 043 B 2520 o308 AK POS L il il 0 0 0
=] BEGEwd 074 B 1953 1730 511 NEG O oans il il o o o
E57:01 B57Ews 072 B 1876 16m 611 NEG O oans il il 0 0 o
B 7301 BraEws 09 B 788 Ye0s 77 HEG 0 eans B B i i o

Self: PatientD 7 L ILIZF TV IMDEXT (FAMEV T HERZEZANLTLSIEE)
Imm: DonorD 7 U ILIZF IR DEFT (RMEVTHEREZANLTWSEE)
Ab Verified: LABScreen Single Antigen CHEZE =M 1=Epitope

N. Ab Verified: Ab Verified D Epitope D £

Imm Ab Verified: kF—H & &EE Z 51 HAb Verified

N. Imm Ab Verified: FF—H ¥k &EE Z 5N HAb Verified D Epitope D EX

TP Ab Verified: Third Party@ Ab Verified

N. TP Ab Verified: Third Partyd Ab Verified DX
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=+

S

[ 4 A 3 VERITAS
Epitope Analysis
Het n panel
© Olass 1 © Glass T © mca Pationt  [Fatant [C)[)0001 AOI01 BOR2 BRIOI OWOR0E GROTN2 A =
Epitape Library MM Glass1 0817 B S Donor / Immwnizer  Donor | o ) [ aatnn axiool Bxiz02 esiol CwaDz Grionl e -
SamplelD & Sample Date Patient pvel Session Name = b
[3c1) [0s-2517 5AC1_let 7 Bordeaux P1_| © Analysis Gutoff ) MM Cutoff ©) Manual
32 (H4) | 05-25-17 SAC1_lot 7 Bordeaux p1 | D33 Type Cutoff
Mean of Self tm) 1116
sD 597
mr350 i
112 # 05-26-17 SAG1 lot 7 Bordeaux P 1_adsorbout [ Read LABScreen Analvsis | | Find Allele | [ Find Elet | [ Find Pos Eolet
Ab Verified [] Other [] All [ #of Eplets Only [] Ren Table  iCndD Fiom Gount: 99
5 PLEE T T T Pasitve AEies Lovered
- Missing ™ Imm " T° 3
Allele T Sern v T Locus v Raw ¥ Baseline ¥ Ratio v Run EF v oueff v Sef v Inm v OB T b ¥ b | inm T b Epitopz f. Locus Residue
Def ritle Verified Werified Yorified Werified 127K 127K
B 1301 87 B 22585 7081 POS i 2305 [ [ JTH JETIASTIAOK 145K
"
0206 06 A 16745 5028 POS | 2308 B []  430+69GER B 6 0 430+62GER, & 145KHA 14K SHTA9A
201 4 A 1633 517 PoS B a0 Fl T HIOBIGER B 8 i HIQ+G2GER, 5 107w 107w
0203 005 A 15372 5003 poS [ 2308 ] [ 430+62GER 6+ 5 i 430+62GER,
502 130 A 18953 1972 PoS O] s ] T 17K 1TKH 8 i 127K, 144TKH, +I0-BIGER 450 + F2GAIERSR
ABG0T 031 A 14908 5055 POS [l 2308 [El il 07U, 127K, 1 [} 0 107, 127K, 1 62GK2 G2GE3E5REGK (TATT4HT,
AHBRO1 128 ) 14757 2578 POS o 08 & T 10K 1MTKH 3 i 127K, 144TKH, B5GE EEGEA
2808 02 A 8761 257 PO o w08 F T BBGK 127K, 18 3 i 656K, 127K 10
ARIEND a1 A 8425 9333 PO F 2305 G TURSGK, 127K 14 3 0 BAGK, 127K 10| HHKRHI2TK 1420183TI8ETA5R + 127K
AR50 i A 3043 1807 POS o o8 & T GBGK 127K 3 i B5GK, 127K 14401 1440 145L 1434
R 028 A 5624 152 poS o Fl 1 i
AR 027 A 5122 1775 pOS [ o308 ] @ i i
B 12 B76,8w6 3 B 2305 713 PoS O] s O] I 1 i
BHER01 B50, 5w 74 i 1730 511 NEG Fl o ma0s Fl F 1 i
B*57.01 B57, 5w 172 i 1674 b1l NEG [ 2308 ] ] i i
B*7801 B73,8wt 1] B 1608 71 NEG Oz il il 1 i
B2708 B27,8wt g i 1580 529 NEG ] 2308 ] Fl I i
B*27.05 B27, 8wl w7 B 1523 501 NEG O o £ £ i i
B R R ol R 1622 674 HEG 2315 il il i i
Eptore Avabee |
Mol in panel
@ Clags I ) Glage I ) MIGA Patient  Patient 1 [:]E AH0G01 Aal0T BrOT02 BA0O1 G304 Ox0702
Epitope Library VM Class 1 0817 T T Dorior / Imrmunizer  Donar | © (][ ) Aeae02 pweeal B 1302 BeEI0I GHIG0Z  Cx1EDT 3=
SamplelD  ~  Sample Date Patient i Session Name i

[3(c1) | 05-25-17 SAC1_iot 7 Bordeaux P1_|

32 (H4)

112 4 05-25-17 SAG1_lot 7 Bordeaux P1_adsorbout

Ab Verified [7] Other

Allele

7 Sero

Al [7] #of Eplets Only [] Fxn Table

Bisadd
Yo

7 Locus

Gnal

05-25-17 SAC1_lot 7 Bordeaux P1

Mean of Self (m)

5D
m+350

37
2128

@ Analysis Cutoff ) MM Cuteff @) Manual

Data Type Cutatt

m

F
g e

o
s

2308
SEECIELE
T
M

131
1096

Read LABScreen Analvsis Find Allele Find Enlet Find Pos Enlet Find Cutoff 430+62GER

Latest Wersion -

e

Raw

¥ Baselne 7 Ratio

7 Run

Missing

v EP
Det

7 Cutoff

7 Self

7 Imm

Bb
' Verified

2305

Row Count: §

Imm

W Ab W Ab
Werified Werified

Imm

Al
Werified

F
Ab
Werified

430+62GER

F T vI% AN T=Epitope D H K~

All positive epitopes (allfocud;

3/ 14 Positve Alleles Coverad

Epitope

#_ Locus

Residue

127K

127K

144TKH

T42T143T 144K 145H

145KHA
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(FZTEEHITFE SN T=Epitope DH DX R )

/" Negative¥IED T L ILIZCHEFE N SEpilet
Positive I ED T L ILIZD AT /IR REINS

151)

FH47LILDS5B3F7 L ILH Positive

TE——

Al positive epitopes (all focud:

11414 Positve Alleles Govered.

Epitope #  locus Rezidue
127K 9 |4 127K
144TKH A T2T14AT 144K 145H
T4EKHA 5 A 144K 145H 1494
107w 4 A 107w
43CH+A2GER 3 A 430 + G2GAIEGER
G2GK2 3 A G2G6IEGEREEK (73TT4HT..
GHGK 3 A EEGEK.A
T44 KR+ 127K 2 A T4AT4AT 144K T45R + 127K
144Gl 2 |B 144G T4EL 1494




whkZ 21E& -Analysis Cutoff L4

FndAg || sortAg || sortiocus [ Exd | Bow @ona

14000 & HLA Matchmaker

o HLA Fusion~

10000

Epitope: Matching | Epitope Analysis |

@ Class 1 () Glass I ) MICA Fatient Fatient 1 D D g:g% gé S:%g} i

4000 Epitope Library HMM Glass1 0817 * 0162015 - 259079010 - FEind Donar 4 Immunizer  Donar 1 = [:] D HEIE02 AREED] =
Be1302  B*5L01
2000 Select Sample ID - Sample Date Patient P::;:tﬂ Session Name Reniare NMNP Made i
Patient 104 [ [s¢1,F1) [L51404_010_Mstehmaier | (51204 . Analysis Gutoffff MM Cutetf ) Manual

ata Type |[Bazelne  ~|  Cutoff
Mean of Self (m) 3642 3374 918 6936

A HLA FusionD 2 HTIEIE CEALT- I E

W hybhADEZER I R

T . [Allpositive epitopes Lall focu 36 23
Mizzing 5
EP 9 Cutof 7 Felf w7 Imm -+ All Epitope #  Locus |
Def
g ] [mRELL [ ?
- i
L T e S I O T T _C_ ] ﬂ 2“:50.3?;_ B |5 3 (A B
o % % 244, 50330 o SO0 i |a 0
o v
CHMD  OnT D68 G 08 Cooomiseos [ s )BT . e S ‘
oS p s s AL A4 02 A 10897 10876 6624 POS (S BT B [ g 4078 [ I 1
Sl s o 3 A2 Al A 1056210468 5177 POS ] f s6s 0l [ 203 205FC B :
AESEIT A 03 A 10882 10225 1796 POS (A B W] [ s00gc, 508
CHIEDT Cwf 087G 1086410196 oS (S R & 40, 244 [ 2 A i
A2 Alif 02 A nsen 0 5205 POS . R | [ S R 7 la G
G16:02 Cwif 096 G 9148 8980 674 POS N R =] [ 24450970
Ceizii  Cwi2 001G " gona 8028 JM0E O POS [ AL [ B o O 2| !
e BelE0] BSBeE 035 B TGS 768 3667 POS % 1563 E E 11, 50276, [ 5033C 1o R
catistios G| Al 0y A 448 7348 5045 POS o rees
ECHiaciigeinaas i AEBI2 ABE D A B4 6200 aTespOS . A B & B 0coe k|6 s
e lecTan a2 AxLE0T Al 026 A 6396 6210 2031 POS [l 1863 [ ] 5 8005G 50385 1 G (
BC/NC:134.378 Gl 102 Gl wG 62506106 L POS [ Bl & 50320 1 5079E T i
ama 3 g0l A or A e 6ns o ams pos 0 fee | @ F
Cateff  OLT Carzent BRSO A 00 A CEIBE 300 54 POS 2 f ress £l E ) 500G e (
X2 12375 123,75 G0 Cwib 090G 54518290 103 POS (S R bl 5035, 507 || (7] [s03ac 1 G I
33924 CHE02  Cwlt 082 © G308 GG 406 POS D RE T I o TP :
186334 A3 201 gl 0 A 5048 4931 1763 PSS ] ) ta6s El il -
3335.52 G502 Cwis 093 G 488 4508 s POS R RET 0l [ s s0dsc || [0 50350 1 c (
TUEaT it SDaraay AHEENT AR LENIY 4633 4513 2631 POS (A Bl W] [ B067E T [5076E o i
Excluded Antigen AR AR 0 A 4082 3408 e Pos (S Rl B =
A Otsercwn O G304 Cwil 085 G EELE R AL [ POS . BT ™ B 5086PC 1 s 8
b G302 Cwl) 083 G 318 3040 1257 POS N R =] B 10 1B s
Formala Comments/ cHzis Ced 08 G FELTLR atrpos o fses & I sus0E i — =
LR RE2ENT AS e A 2564 2410 1045 POS ] f s6s ] O s0s2e
Unacceptable ,—‘ AESEIZ A e A 1480 2351 165 POS N RELE 0 50090 5027G 1B 1€
Bt an Aahnnd L] BuLLE TR ATAA AnEd L Bt =) =1 = A En A
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Utilities—>Antibody Product Configuration—>Set Abalysis
ConfigurationDJIEIZ') w9
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w3 Setup NamelZ£& Ril& A F1LSave

MMATZBZE. EditZ D) v o9 5
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k721

Epitope Matching | Eritope Analysis |

-MM Cutoff-

@ Class [ () Clage I MICA Patient Fatient 1 D D AROE0T ARSL0T BHOTO2 BADO1 0304 0702
Epitope Library  HMM Clazs1 0817 - 4300 4 41752019 & Donor / Immunizer — Dapar 1 v [ ][] A*ae0z  ABR01 B#1302 B#ELOT  CHOB0Z  Cx 1601
Select Sample ID ~  Sample Date Patient P::’;ﬁl‘lm Session Name Renlare NMDP Covde
Patient 104 8(1,F1) | LS1A04_010_Watchmaker | Lstag{ ) Anslysis Cutoft ) MM G S e
Data Type a0
Mean of Self (m) 3542 L
5D 3734 234 106 794
7 = 5 m+350 14744 10397 B34 18318
Patient 104 / LS1A04_010_Matchmaker Read LABScreen Analvsis Find Allele Find Enlet Find Pos Enlet Find Cutoff
b Verified [7] Other #f Eplets Only [7] Ron Table  iCndD ('show sef | [ Show imm | [ Show POS | [ Reset | [ Emon | Rom Gount: 99
Bead . . Mizsing ah N. Imm {qmm TP
fllele 7 Sero Y 7 Locus 7 Raw 7 Baseline < Ratio ¥ Fun EP J Cutoff 7 Felf 7 Inm v Verified 7 b fib V ab Ab
Def Verified Werified erified Werified
C0E:01 = e | [ 700 =] (=) 177KT 1 0 177KT
ArGE01 $ ﬁ z > =§ E LT—- jj \‘J FT 7 1IE @ ] 1000 [ W] G2RR. 145RT. 1= 4 G2RR. 145RT. 1= 4
Ax11:01 n — [ 1000 [E] [ 1651AHA, 163RW 2 163RW 1 1518HA
Ax20:02 > [ 1000 [ [ G210 1 1] B2l
BHIO1 _E \ H Fl 1000 Fl B 0 0
A28:01 X6 @ 1'_ [ 1000 [ [ 2L 1 0 BILG
AT 01 ] 1000 [ [ 0 0
AF11:02 o : ; o ] 1000 [ [ 151AHA 163RW 2 163RMW 1 151AHA
BExh1:02 BE51,Bwd 066 B 1683 1887 11.86 POS [ 1000 [E] [ 0 ]
ExG1:01 BE1,Ewd 111 B 1478 1365 85 POS [ 1000 [ ] 0 1]
A*02:03 L nng f 1467 1345 it POS [ 1000 [ & 149TAH 1 148TAH 1
BaE:01 B53Bwd 068 B 1397 1246 563 POS [ 1000 [E] ] 0 0
Br3h01 B35, Bwii 043 B 1279 1185 934 POS ] 1000 [ [ 0 0
B15:16 BG3 Bwd 046 B 1416 1139 288 POS [ 1000 [E] [ G2RR 1 B2RR 1
A0 A5 013 A 1217 1118 829 POS [ 1000 [ [ 62RR, 76ES] 1+ & B2RR, T45RT, 1= 4 TAESI
A*0201 A2 nn4 f 1216 1102 [ POS [ 1000 (] [E 0 0
A3 101 A3 020 f 121 1083 404 POS [ 1000 Ell & 0 0
Ag01 A0 033 a 1182 1000 185 POS ] 1000 [l [ 0 0
Ax3001 A3 018 a 1115 975 %] NEG ] 1000 [ [ 0 0
Ax0206 a2 nne A 1081 958 it MEG [ 1000 [E] [ 0 ]
Ax30:02 Azl 013 A o4 B 488 MEG [ 1000 [ [ 0 1]
B 7501 B78Bwk 078 B 487 766 167 MEG [ 1000 [ [ 0 0
Bka 401 B54.Bwfi 069 B 493 03 275 NEG [ 1000 [E] ] 0 0
B 15:02 B75,Bwii 041 B 83 [ilit] 164 NEG ] 1000 [ [ 0 0
Ax2E01 A23 01 a 656 548 399 NEG ] 1000 [ [ 0 0
BEx38:01 B39.Bwb 052 B 14 525 8 MEG [ 1000 [E] [ 0 ]
B3E:01 B35 Bwd 051 B 572 488 16 MEG [ 1000 (] [E 0 0
B15:10 B71Bwh 043 B 543 437 337 MEG [ 1000 [ & 0 0
B 1511 B75,Bwf 098 B 566 430 259 NEG [ 1000 [E] ] 0 0
B07:02 B7.Bwi 034 B 00 423 am NEG ] 1000 Il [ 0 0
ExB1:01 B&1.Bwh 073 B 841 412 264 MEG [ 1000 [E] [ 0 ]
Bx15:13 BT Bwd ILY:] B 430 339 327 MEG [ 1000 [ [ 0 1]
B*48:01 B49Bwd 060 B 44 260 139 MEG [ 1000 (] [E 0 0
B40:02 Bfi1Bwh 054 B 390 2683 1.77 MEG [ 1000 [ & 0 0
B 1801 B18Bwh 047 B 178 280 1.89 NEG ] 1000 [l [ 0 0
B*27:08 B27 Bwfi 043 B 346 248 237 NEG ] 1000 [ [ 0 0
e A CRN D e o aan Ann A WIS = = = n n
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Epitope Matching | Epitope Analysis

kA1

-Manual cutoff

YERITAS

Clas I © Olass T © MioA Pationt  |Patient 1 (][] #0801 ARSIIL BXOTOZ BMADOI GROBDE GHOTAZ
Epitope Library  HiM Claze! 0817 - 40w . 1772018 - Daror / Immunizer  Dionar 1 v [ ) [ ] A*3e02  A*GE0T  Be1302  BAELO1 GROB0Z  CHIENT
Select Sample ID #  Sample Date Patient P::EI‘L” Session Name R
u Patient 104 B(LF1) | L51AD4_010_Matchmaker |L51a04 ) Analysis Gutoff | MM Cutoff ) Manual V1A
Data Type [Baseline  ~| Cullaf 1500
Mean of Self (m) 3542 3374 316 6936
5D 373 2341 106 3794
« 11t b m+35D 14748 10397 634 18318
Patient 104 / LS1404_010_Matchmaker Read LABScreen Analvsis Find Allele [ Find Enlet ] Find Pos Enlet Find Cutoff
Ab Verified [7] Other [] All [T #of Eplets Only [] Rxn Table  iCn3D Show Self | | Show Imm | | Show POS | | Reset Exoort Faw Count: 99
Bead . . Mizzing ab o Imm {:&m T
Allele T Sero Yo 7 Locus 7 Raw 7 Baseline 7 Ratio w7 Rxn EF Cutoff  wlSef 7 Imm W7 Werified Ab W Ah &b Ab
Def Werified Weritied \aritied Werified
G001 Gl 090 G 2622 2351 5.8 [ [l [ 177KT 1 il 177KT
PET POS Bl 1500 El 7 0 i
Ak 101 FO3 =1 1800 [ =1 1514HA 1 i} 1514HA
Ak 2902 <> <> POS =1 1500 [ =1 G2LG 1 i} G2l
%8 MatchMaker L TFEjT i - ! :
Ak 2001 S POS 71 1500 ] 71 G2LG 1 i} G2l
TR0 W —E a"R ‘ AN pOS El 1500 ] El 0 i
AR T1:02 J 7 I_ -2 A ﬁb pOS El 1500 El 1 151AHA 1 i 16 1AHA
B451:02 NEG El 2000 B B 0 i
B#51:01 NEG El 2000 B ¥ 0 i
Ae0203 A2 0os A 1467 1345 753 MEG =1 1500 [ =1 ] i}
E*53:01 E53Bwd 068 E 1397 1246 iz MEG =1 2000 [ =1 ] i}
E*35:01 E35Bwh 044 E 1279 1185 934 MEG =1 2000 [ =1 ] i}
Ex15:16 Ef3,Bwd 046 B 1416 1139 288 NEG =1 2000 [ =1 1] 0
2501 A2h 013 A 1217 1118 829 NEG [ 1500 [ [ 0 0
Ax0201 a2 ong A 1216 1102 6.96 NEG [ 1500 [ [ 0 0
LLERRIN] A3l 020 A 1211 1033 404 NEG =1 1600 [¥] =1 ] i
A0 Ag0 033 A 182 1000 385 NEG =1 1800 [ =1 ] i}
A 301 A30 018 A 115 475 49 NEG =1 1800 [ =1 ] i}
Ar0206 A2 006 A 1081 954 it NEG 1 1800 [l 1 ] i}
Ak 3002 A30 014 A 1004 a7 488 NEG 1 1800 [l 1 ] i}
B+ 7801 E78,Bwh 078 E Ga7? 26 457 NEG =1 2000 [l =1 ] i}
E+54:01 E54,Bwb 069 E 593 03 275 NEG =1 2000 [ =1 ] i}
E+15:02 E75,Bwh 041 E ik HLiE] 364 NEG =1 2000 [ =1 ] i}
Ak 201 A23 010 A i1 a4 3499 NEG =1 1500 [ =1 ] i}
B+39:01 BE39,Bwh 052 E G4 525 44 NEG [ 2000 ] [ ] i}
Bag:01 B38,Bwd 051 E 072 445 45 NEG 71 2000 ] 71 ] i}
E*15:10 E71Bwh 043 E bd3 437 337 NEG [ 2000 ] [ ] i}
BE*15:11 E75Bwh 09g E G 430 259 MNEG [ 2000 ] [ ] il
E*07:02 E7.Bwb 034 E GO0 423 2m MNEG [l 2000 [¥] [l ] i}
E*&1:01 E#1Bwh 074 E Bl 412 254 MEG (& 2000 ] (& ] i}
BE*15:13 E77Bwd 045 E 430 339 327 MEG [&] 2000 [ [&] ] i}
E*40:01 E49,Bwd 060 E a4 269 339 MEG =1 2000 [ =1 ] i}
E*40:02 Efi1Bwb 064 E 340 283 177 MEG =1 2000 [ =1 ] i}
Bx1a:01 E18.Bwh 04y B 37 250 189 NEG =1 2000 [ =1 1] 0
B*2708 B27 Bwh 048 B 346 48 237 NEG [ 2000 [ [ 0 0
Bxh0:01 B50.Bwh Ifi1) B 339 229 201 NEG [ 2000 [ [ 0 0
DwAnn1 (=T =3 nE2 [=] A0 ain 1R7 (] = I~ = n n
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Find Cutoff Y

Patient 104 / L51A04_010 Matchmaker | Read LABScreen Anabvsis | | Find Allele | | Find Eolet | | Find Pos Eolet | [ Find Cutafi 1] 127
Ab Verified [7] Other [7] All [7] #of Eplsts Only [7] Ron Table  (CnD Show Self | | Show imm | | Show POS | | Reset | | Exvort Ay
Bead _ . Missing &b N.
zle T Sero T o T Locus + Raw = Bazeline -+ FRatio + BRxn - EF w Cutoff v Self w Imm w7 Verified v Ak
Def BT Verifis
. 13347 3258 FOS ol a7 Lo El o L F3AM, GOK, 30K 3
*Flnd Cut()ff* 11162 3157 POS il ot . G0K, 80K 3
11163 5655 FOS 1 CBiK+TART 2
P t EHJ == &-d—éf__ &) 0) 10498 3254 POS ] N, B0k 2
oSsItive J:E = 10729 2818 FOS 1 i
‘\ o 10576 56.24 POS || The cutoff should be below 548 KR+127K 1
" FT?{E 75 ﬁ 71~ éhé 10453 5177 FOS 1 R+ 27K i
jJ J I— 73N 10225 1746 FOS R 146RT, 1= 3
0% ey o = 10196 3704 POS . BOK+14R 4
ilifl] Ai66 na A 10360 10171 32,28 FOS F. 146RT, 1 3
1809 Cw g (ET e 9168 CLEH 9674 FOS N, GO §0K-- 3
12:03 Cwid 041 ¢ 8209 8023 605 FOS 0
0201 E6.Bwb 035 E 7705 7668 3957 FOS 0
Ba:01 fi68 029 & 7443 7340 5025 FOS ; ; BIRR, T44TKH 3
fg:00 iyt (K] & f443 63489 3746 FOS 874 BIRR T44TKH- 3
Patient 104 / LS1A04 010 Matchmaker [ Read LABScreen Analvsis | |_Find Allele | | Find Enlet | | Find Pos Eplet Jmlc_mlﬂﬂ‘
Ab Verified [7] Other [T] All 7] # of Eplets Only [7] Ron Table  iCniD Show Self | | Show Imm | | Show POS | | Reset Exvort Fow Gount: 99
- Mizging M Imm
Bead : : fb i
zle T Sero - o - Locus + Raw < Bazelne < Ratio < Rxn - EF v Cutoff < Self < Imm 7 Verified v b v b -
Def Werified Werified
17:01 Cw il 095 G 136586 15347 3255 FOS a4 734N, BOK, B0K- 3 5AN, BOK, S0K-
06:02 ik 088 G 19173114862 3357 FOS 874 734N, BOK, 80K~ 3 736N, 80K, 80K+
0202 il (] G RETER R 4655 FOS 474 : GOK BOK+ AR CGIK, 80K+ T4R
D4:01 il 088 G 11178 10896 3258 FOS - ) A1 80K
07:02 (] (L] G 10953 10728 3418 FOS
24:03 FYT 012 P 10697 10576 5624 FOS
2402 Al i1 3 10562 10459 5177 FOS
3401 A3 023 h 10552 10225 17.96 POS || The eplet is already positive. The cutoff is already below 8938 RR. [45RT, 1=
051 Gk 037 G 10364 10196 5704 FOS K. 50K+ 14R
BE:02 ABf 028 P 103601017 3295 FOS
1809 G T8 198 o T doan 674 FOS
1203 Cw1d 041 G 8209 4023 608 FOS
D301 B4 Ewb i35 E 7705 7668 5567 FOS
Ba:01 AB8 029 ) 7448 7949 5085 FOS
B8:02 Ak 030 3 B442 £2a9 3788 FOS
4301 a4 026 3 B306 §310 041 FOS
01:02 i 041 G B259 B106 24 95 FOS
0301 a3 (] 3 517 5716 ELAT FOS 874 0
X . i by = = e : -




ERATS

Epitops Matching | Epitope Analysiz

—\®

b

—S3DiE

sje 5?3
FEDE

) Clazs I Patient C] D
Epitope Library  [HMM Qlass1, 0817 TG - 4 32019 Doror S Tewricer ] [
Select Sample ID - Sample Date Patient P“;':;I‘Im Session Name Rendare NMNP Made
) 7] A
[+ | Patient 104 601F1) | L51A04_010_Matchmaker | LS1ADpmmtnantsie Sutoft L M Cutoff @) Manusl
Data Tvpe Iﬁiii Hﬁ il Gutoff
elf (m)

n

m+350

Patient 104 / LS1404_010_Matchmaker

Ab Veritied Other Al #of Eplets Only Fxn Table

Allele

CH0e:02
C#02:02
G04:01
Cx07:02
A 24:03
Ao 24:02
A3a01
0501
Aok fifi:02
G 18:02
Cx12:03
E*08:01
Aeba:01
AGE:02
Aed 301
Cx01:02
Ax03:01
Ax33:03
C*16:01
1402
A3 01
G 15:02
Aexfid:01
Aeda:0l
G004
#0302
G03:03
Ao 26:01
Ae3d:02
G001
ABE:01
A0
Aok 28:02
Ex46:01
A 28:01
AeTd0l
A11:02
B#61:02

v Sero

Cwb
G
(&)
Ci?
A24
A4
Add
Gl
AliG
Cu 18
G2
B&.BwE
Akg
2l
A4
G 1
Al
Ald
Cw 16
G4
A32
Cuw 1
AR
Add
Gl
Gl
Gl
A6
Azt
Gl
Al
Al
A28
B46 B
A2l
ATd
All
B51.Bwd

i

Biead
(ol

0g8
ng2
086
089
012
011
023
037
028
096
0d1
035
029
030
026
081
ooy
o
094
ng2
021
093
031
022
08
[IE:H]
i)
014
024
080
n2¢
nng
017
03
015
032
ooy
111

iCn30

Latest Wersion -

7 locus 7

DrFPIPPODPFPPFPPOPPOOOIPFPOPRPOOPPFPORPIPPODOOPFPOPPRFOOO0

Raw

12178
11347
1175
10953
10697
10582
10552
10364
10360
aiss
a209
7795
4
fi442
G396
G259
G317
G464
b4
G328
Y]
4788
4633
4032
as4d
a1a4
2840
2664
2450
2622
2369
2267
2286
2265
2165
1976
1833
1683

v Baseline

11962
11163
104496
10724
10576
10453
10228
10198
07
8048
8023
THGE
Ta4a
294
G210
G106
5715
6320
5290
aing
4831
45498
4519
3896
3142
anda
2656
2420
2351
2861
2242
2146
2108
2054
1993
1863
1646
1587

+ Ratio

3387
3655
2258
2818
BE.24
5177
1798
n
3225
2674
26.05
3067
bO.8h
2786
208
24.96
38.08
2644
2088
14.05
2763
1484
2631
18.39
9.7
1257
912
10.85
165
ik}
1.1
11493
758
.24
75
1143
b
11.86

h'd

Faxn

b
Read LABScreen Analvsis Find Allele Find Eplet Find Pos Enlet Find Cutoff

Show Self | | Show Imm | [ShowPOS | [ Reset | [ Exvort

Migzing
EP

Def

[l

0 0 1 5

- Cutotf

- Self

OEOOOEEEEOOEEEEOOOEEEOOEEEEEOOEEOOEEEE

7 Imm

51 5T T T 1 1

N,
- All T oail

NYEATEELTERAT S

Row Gount: 99

Imm
Al

7 Imr
Al

T —5%EIRN A RE

% BaselineZ#f1E

4, 4PC 5, 12,15, 16, 27, 32, 38, 209, 2
26, 32, 208, 232, 246, 421, HO32G, BOTSE

B, 13, 32, 208, 210, 238, 242, 247, 244
32, 38, 213 214, 214K, 215, 238, 242,

32, 205, 232, 246, 421, BOBEC. HOVEE

32, 205, 252, 245, 421, BOTEE

28, 24, 82, 33 38, 204, 206, 212 218, 2--
32, 39, 205, 232, 244, 504G

2,13, 18, 19, 19E, 32, 38, 210, 214, 21
32, 38, 213 214, 214K, 215, 220, 238

2b, 32, 39, 206, 245, 246, 421, BOTEE

25, 32,349, 205 245 246 421, 5075E---

26, 32, 39, 205, 245 246, 421, GO75E---

4, 4PG, 1215, 16, 27, 32, 38, 209, 211
4, 4PC, 16, 27,32 38 211, 213, 214
26, 32, 40, 206, 233, 246, 421, G040
4 4PCL 12 16, 27 82 38, 209, 211, 2
12013 16, 32, 208, 209, 210, 238, 241.
b, 15, 32, 38 213 238 242 247 G004---

7,010, 25, 3233 43 211, 221, 233, 234
B, 15, 32, 38, 213, 238, 242 247, 5004

32, 33, 38, 204, 213, 238, 242, B04EPC -
12,13, 16, 30, 30E. 32 208, 208, 210--

[ AL R A b

22
3
12
14
i

20

LET

<|

LU

YERITAS
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Single&Supplement Combine data .

Epitope Analysis -
el W @R § *Read LABScreen Analysis*

Epitope Library b Glsss1 01817 ~ 1072172016 deI-t/ 5210 - Donor / Imm g*ﬁ@ﬁ—C‘:SAtSupplement%combinebf:

Select Sample 1D = Sample Date Patient Position Session Name]
3001 Mar 01, 2019 3001 260134y | QCws_Ls1_2manats_1zamsn | @ Anal RS ﬁlé'tsl\/l t hM k —\I—E t ( S I KY
3001_tk Mar 12, 2018 3001 12(1,02)| QCWS30_SA1_010NCO18_tk_zo1s( Date T N a C a er _L -~ J
14{1,F2) | QCWS30_Sup1_003NC019_tk_201 N -
— —
%)CoblneL,L e IR

Mar 12, 2019

3001tk / QCWS30_S5A1_010NG019_tk_20130510_20180510_130503 d Enlef Find Cutof
b Verified [7] Other Al #of Eplets Only [7] Rxn Table  iCn3D Row Gount: 153
Bead 5 : Mizsing ab N. Imm {J TP
Allale T Sero v B v Locus v Raw 7 Bazeline 7 Ratio 7 R T EP ¥ Cubft ¥ Self v Inm 7 [2. T #b T b 7 v Ab
[ e Weritied Wer fied Wer fied

Werified

BriE02
BHIL03

BROTTY BIEwE i !
| Bree0t B53Bwd Deg B

o

e i

oo T T T Ee R T L R e e e A T P T N S

CAEFETEEITI TR T PR TR T T S BN SR RS A

o 2B A
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Case Study 4

X8 e X4

%
S
>
S
5
Py
5
P&
s
&
%
&
%
X
gt
Xy
s
yy
S
S
&
S
%

rrrrr

rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr

Final Assignment

Bw6 (B73 B67 B27 B46 B35 B62 B75 B7 B18 B81 B39 B42 B61 B76 B50 B45 B72 B8 BE48 B55 B41 B71 B54 B56 B60
B&2 B64 B65 B78)

Cw1Cw7 Cw8 Cw9 Cw10 Cw12 Cw14 Cw16 Cw18
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Ab Verified [7] Other [7] All [T # of Eplets Only [7] Rxn Table

Allele

G
B7301
BG701
G004
CH14:02
Bx27:08
Bx4EDT
G001
=L
Bx1501
Bx1502
G002
Bx(7:02
Bx1801
B#G1:01
E#3%01
E#d 201
Exd002
Bx18:12
B#60:01
BrhD1
Be18:03
Bx0%01
B0
BxG5D1
B 101
Bx15:10
BxG4:01
BxGE:D1
G103
Bxd01
Bxdl0b
BxG201
Bx1511
E#14:01
GeIT:02
Ex14:02

Case Study

T Sero

Gl
E73,Bub
EG7,Bub
(e 1]
Gl
E27.Bwb
E46.Bwb
Gl
E35.Bwf
B62.Bwf
E75.Bwf
Gwll
E7.Ewb
E18.Bwb
E#1.Bwb
E38,Bubi
E42.Bufi
Efi1,Bufi
E76,Bub
[=1N=
E45,Bub
E72Buwb
E2,Bwb
E48.Bub
EBE,Bub
E41.Bwmb
E71.Bwf
E54.Bwb
E56.Bwf
Cmi2
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