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Tix->iz b Th, HLA JURIC X B3R A 5 e - Tz,
% 7z Johns Hopkins Hospital TORER Tl 685 151D i A F I
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% of Transplants Based on a

Virtual vs. Physical Crossmatch OUTCOMES

- Zero had a positive retrospective
pXM due to HLA antibody.

VXM
- No instances of hyperacute or
" PXM early AMR.
70% - Mean follow up was 12.2

mo.(vXM)

38/43 (88%) were import donors.
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ML T, 54D ASHI TIZF R TNGS 7 v A 28 AT 5%
DF 22—~ U T I DWTHEND - Tz,
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Sequencing Sequencing by Sequehcinig by Single molecule real Single molecule

‘method synthesis (reverse synthesis (lon time sequenciny ssequencing by
terminator) Release) 4 9 synthesis for current
Library 1\Bri " " N
Amplification Bridge Amplification Emulsion PCR No need No need
Accuracy 99.9% 99% 99% 96%
Error Type Substitution Indel Indel Indel/substitution
Low error rate Long reads Long reads
Advantage Pair end Fast, low cost No amplification bias  No amplification bias
High cost High error rate,
Disadvantage High cost Homoploymer funs g, of the Instrument  homoplomer runs
DNA integrity High High Very high Very high

Fig. 5 HLA 5 E> 2 (CRIFEN TS NGS B & 2D/ (T4 —
R ORIREPMBNAESNIZERSA R

TABLE 1 HLA diagnostic approach to assign a patient’s risk for memory or naive alloimmune response

Pretransplant donor-recipient HLA laboratory evaluation

Single antigen

CDC crossmatch Flow crossmatch bead History of sensitization HLA molecular MM HLA identical Immune risk assessment

DSA positive DSA positive DSA positive Active memory and at risk for
hyperacute rejection

Negative DSA positive DSA positive Active memory and at risk for
ABMR and TCMR

Negative Negative DSA positive Active memory and at risk for
ABMR and TCMR

Negative Negative Negative Pregnancy or prior transplant with At risk for latent memory with a

repeat MM recall B and T cell response

Negative Negative Negative cPRA with unknown repeat MM Potential risk for latent memory
with a recall Band T cell
response

Negative Negative Negative No High Increased risk for de novo
alloimmune response

Negative Negative Negative No Low Baseline risk for de novo
alloimmune response

Negative Negative Negative No (0] Yes Low risk for de novo alloim-

mune response

MM, Mismatch; DSA, donor-specific antibody; ABMR, antibody-mediated rejection; TCMR, T cell-mediated rejection.

Fig. 4 Virtual Crossmatch Dtzw =3 > ([CTHEEICBNA SN TLWZHXDT—T). TNENORABEREEEESREERSHTYXUFF
iz TRSIRNETH DT EN 2018 £(C STAR Working Group Meeting Report & U TigtEansz @,

(1)Pinelli DF, Tambur AR. Kidney Int. 2020 Apr;97(4):659-662

(2) Sensitization in Transplantation: Assessment of Risk (STAR) 2017 Working Group Meeting Report. Am J Transplant. 2018 Jul;

18(7):1604-1614
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CHALLENGES IN HLA SEQUENCE ANALYSIS

m
wn

QuERY 1 --- matches allels 1
matchas allalafs) 1 or 2
--- matches allelsis} 2 or 3
**¢ matches allale(s) 1, 2 or 4
4% matches allelsis) 1, 2, 3 =

QUERY 6 sessverees x -«- matches allele{s) 2 or novel?

Fig. 6 Coverage M)\ &(C KD Ambiguity &7 341

CHALLENGES IN HLA SEQUENCE ANALYSIS ety

VALIDATING - CAUSES OF DISCREPANCY

Issues When
Sequencing

Correct Type Incorrect Type
Assigned /o e Assigned
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SO ASHI TIE# A —71— L L HHGhBATE - IS U R 2B
TS RN E Nz, KELIE PRl S7DIR %,

@® PCR WDk

BIfE 1 D Multiplex Long Range PCR h 5 0 NGS % 1 ¥ >
TIEEBO—H A% 1 EITHEIETZ 52N XYY FTH B,
U USRS DR D 750 E DT I N T DO — 4 Az 5%
IR KSR TERWIEEN D 5 Tce FTTHEA—H—T
1& PCR A2 UEE LI 2T L T3, HlZid 1 u—h
ANCEBDT S A=Y A M elEofeb, HAT1 YV
ISR VI #E] LT Multiplex £tz %5 L7z 7 vt
AIE LT % C & T PCRIEE B RV, ZAEY
THERZFOND &S BdEENEN TV,

@PCRZBIIZDOIEVEAETT vlA

HLA DZRIZIEHICEL L, IXRTDOT LIV ERZR—=7 Yy hT&
5 PCRTITAX—DFRFHIFFICH L. 2, BKICK-
TR T4 —HEDORKADOEANCERN S ZLEEH D,
PCREETET 7 LIV Ry TP T ENH %, ASHI T
BEe—XFv SFr =2V EHLNEZAE T T A
DN E NIz, 7/ LRz g LT, HLA BEm TR
7 a—7IC K> T HLA IO B & [EUL L, NGS 9 %
VWS EDTHB, TOFEMICEO 7 LIV Ry TORER

BN TE I =AM SN,

- NGS DALl & SEA DR

NGSIZ & B IGHTMO—Fl & LT, F XU XLMFTAOF]
AN ENTze F A XL OFEEZE L DIRTY
7J—15% i 7z Short Tandem Repeat (STR) f##f 2V ERH] &
NTW3, STRIEZZITHR VKA, TLARE N, BKEN
vy (LOD 5%) 72 & DMIEMNH %o NGS & W T i i1
KiEE D20 ELZ—F Y FeLDDE, BEETT
LIWVDEnE VWS FImRAREN Tz, & <IT STR TEHIE A
LW 0-100% DF A TEIEZIELSRINTE 2 T EMETH
ncwk (Figd).
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Samples of known chimeric status, ranging from
0%- 100% recinient DNA

100

» R?=0.9998

NGS
Observed fraction %

Expected fraction %

Artificial Mixes
«/E

Fig. 8 AT DNA %821 % T > 7w U NGS [CL DR EH =
RO TeFER, FRUE (H&#h) & NGS TOERUE (fitdh) T=UL\HE
BENHDZ ENDND

FRAY XL HLA 7 LV EZ—w R LTEETikD
N, BRBEZ 2V VIRBERTF. FF—V 2Bkl
CickiEns (Fig 9. T DI NGS % fifi o 7o ki i
FrZIERWICEREEZABNS, £z, EHFEAIN TV 51
il EE DNA (cell free DNA: ¢fDNA) 12 DW T, NGS 7% [
WAUE DIER R D F X ) X LA T i 2 2 Al REME &R
Ehiz (Fig.10),
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For what indications chimerism testing is requested?
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ExPlex ICEENZ T LIVDT AV A TOHEIE FidD e B
D, BN FH & I ExPlex i fIC & O i T & 3 b1
HLA HUADRIEN A, BAEREDO U X7 DR E NS T &h
BHIE Nz,

Frequency of Explex Represented Alleles

Serology | Molecular Y AR As HIS 50** HSC***
2 A*02:05 1.26% 247%  0.14% 0.90% 1.40%
2 A%02:07 0.98% 0.40%  6.16% 0.00% 0.00%
B63,-Bwa B*15:17 035% 086%  0.12% 06% 0.4%
B35-Bw6 B*35:02 1.04% 0.10%  0.10% 110% 130%
B35,-,Bw6_ B*35:03 132% 034% _ 045% 3% 130%
w7 | c*07:01 15.47% 13.49%  181% 26% 30%
cwe Cr08:04 2.08% 099%  2.23% 0.00% 0.00%
cws C*08:02 3.77% 317%  0.14% 6.70% 7.30%
w7 ‘ €*07:04 0.02% 0.79%  0.00% 3% 3.50% ‘
w12 cr12:02 0.94% 020% 2.79% 1% 08
cwig C*18:01 0.09% 377% _ 0.14% 06 04
R4 DRB1*04:07 1.59% 041%  070% 9.71% | 3.30% 1.60% J
PR8 DRBI08:02 | 0.10%  000% 141% 485% | 230% 1% |
PR13 DRB1*13:02 5.04% 9.15% 352% 543% 9% 7%
PR14 DRB1*14:06 0.03% 000% 018% 057% | 090% 0.30%
pas ‘ gg::_g;::’ 2.40% 140% 6%  130% | 540% 3.40% |
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ST ICkD, SEGIELEEZHFROTRNTE, FHEOM
LI THTENTE S,

Fig. 13T E b —T7DI X3y FOHE FHROBGRZRLTZ
TITThHhB, SAY FENPIROTINTHRNEINT &
EOVAPSR

Class Il HLA Epitope Matching—A Strategy to
Minimize De Novo Donor-Specific Antibody
Development and Improve Outcomes

BiydtHansen*,
", A. Goldberg',
O.N. Rush'
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Case 1 i 7 ]
=42 yo female wrrenees -

« Hx of congenital renal hyperplasia B'08

« 2 pregnancies, 1 transfusion

*cPRA: class | =70%, class Il =0% =
Patient typing Husband’s typing DD typing
A 03 68 A 0 68 A 01 -
B 14(65) 44 B a9 51 B 08 “
c 07 08 c 07 15 € 07 -
DRB1 11 13 DRB1 04 04 DRB1 03(17) o8
DQB1  03(7) 06 DQB1  03(8) - DQB1 02 04
DQA1 01 05 DQA1 03 - DQA1 04 05
DPB1 04:01 05:01 DPB1 04:01 - DPB1 04:01 -
DPA1 01:03 02:01 DPA1 01:03 - DPA1 01:03 -

Wi FCXM: T-ve, B-ve
Fig. 14 57— XI5 4 DA E>DER. 7 : 2EEOBIED R
F—7LJL (A*01. B*08:01)
B %k (LEEORF—) OFLIL (A*02. B*49, B*51.
C*15:02)
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Pre transplant
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Wi © Donor MM Aas
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Pre transplant

2 weeks post-! lransplan( |

B*08:01, C*15:02 Z ZLHMTHDONIZTRXTDT LVid
MMI3H] ODZER—=T7ZHEALTED., HHRTHDNIZTAN
TO7LIVE T80l OLE b—THEH LTS (Fig.16),
BB Z>7T7 LILIEIART MN13H] ZHELT
WabZlikb, 2EHDO R)F—%1TTH%B*08:01 BMEH
T2 1BHICEREL Y ELY bOFED KIS L, FERIICK
D C*1502 ZE&B 11BHOIY b—T#HET BT RTOT
LIV EIC R s Teb D e EZ NG, TE =Tz
ThHS5TET, MR- P2 HMICHINT 2 T AT
22BN E NI,

- LABScreen COVID Plus O#EMN

2020 41& COVID-19 D7 A )V AU BERE 5 27, B
FHERIC BT EdlA Z @RI T 2 2 e b, BE
LI OBAEIZFR E B E N Tz, ZDX S Te BT ab
NIBMRFICBNT, BARE CEEGAED) TH 541 HLA
ik &G & DRIRZFIR B &, COVID-19 EHUC
XOFLHIAGUAD T T T 7 L U ENH 5 T & HRE Nz,
% Z T One Lambda £t Tl Emory University @ Dr. Bray 5 &
OHFEIZHUC & © LABScreen COVID Plus 7 ¥ L 7zo
LABScreen COVID Plus O > 7)VEi# j5ikld LABScreen 4,
LRICTHAD, WAORTIUROHIL 2, ©—AMKIE Fig.17 O
LB,

Introducing LABScreen COVID Plus

Cascella 2020

NTD HR1 [ | HR2 [

Boad 25:
Boad 38: 51
Boad 50: S
Boad 60: 52 e
Boad 67: Nucleocapsid

Fig. 17 LABScreen COVID Plus D&
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Fig. 18 LABScreen COVID Plus 1&57#55R. a) 2018 £ 10 AIC
ERERUTzR4K (COVID-19 [21%) #ER. b) COVID-19 [Fi4EE
DIRARDFER, ¢) COVID-19 BIEEEDIRIADE E—XD MFL D
51, d) COVID-19 jaEEEEDIRADIER, ) A—BE(CHIT
% COVID AN SERERDIER. COVID-19 FRITRIDRAKEIE
HZHY. BREPEICHEEERD> TLRDANDN D,



189 #4117 LABScreen COVID Plus THlllig L7z & C A, Hilik
W1 EIOHTREPE, FrEMIIC MR VS TH S T L HVEE
HEh7z (Fig.19),

COVID-19
-+ -
+(44 | 1
COVID Plus Assay
-1 0 |144
e 44 _
Sensitivity = 4+0 100%
P 144
fi = = 99.3%
Specificity 144 +1 : %

PPV = 44/44+1 = 90.7% (6.3% incidence)
NPV = 144/144+0= 100%
Accuracy = 99.4%

Fig. 19 th3FE L DIEIC K D RERUFRIEZTER.

E MR HE(CRY S 1R

A, EIMSMREBHICET 212y a vidH 3 H, 2020
FIIPIEL O EZ L OBHEDBH > 120 ZOHHNBNL DD
Yy VOMERRET S,

i FH : Hematopoietic Cell Transplantation with alternative
donor

Maria P. Bettinotti PhD, D(ABHI) FACMG John Hopkins
University School of Medicine Baltimore, Marylamd

FE MR AL O H A B 72 5% S R T L O RS EE0HE
Bl T 5. BRI E N2 G i & sk
AN ML, A D .

TEIME RN L TO 3D, @i EBEIEZ TV
%1z, LY YLy b RF—0O HLA S A~ FREAIHHE 2
TV, FEOEZFIHEN L IR>TVB T BN,
BRLINT8/8< v FD R F—ERDIZHLINH 5. ko
T. BRI TR THS EKETIE HLA W—H L T 28k
I KB U, BURLIZEO HLA = A<y FRHAE 2
TW3,

NI SRR ORE & 55 - AT ORGE, « 7
27 bu A, GVHD, HRLNOEKIC KB, BHZEOD
EIFROJRE R EDREDNH D, WHIRD T T 0—F TR
LTV D ZEEZZREND 5, ERRE LT RidhREh
7z (Fig.20),

Haplo-HCT: 3 approaches

* Megadose T cell depleted (Europe)
— PBSC positive CD34* cells selection
— PBSC depleted of CD3* and CD19" cells
— PBSC selective depletion of T cells

* GIAC protocol (China)
— GCSF donor stimulation

— Intensified immunosuppression, post TX cyclosporine, MMF,
methotrexate

— Antithymocyte globulin, conditioning
— Combination of PBSC and BM grafts

* PTCy High-dose, post-transplant cyclophosphamide

Apperley et al, 2016

Fig. 20 /\JOBIE(CH T3 7T O—F

Pz, I—aw TR T MO KRERGDB I EbhTy
% oPBSC (peripheral blood stem cell) 5 5 il U 7z CD34 #liffl,
CD3 & CD19 ZH( Y R\ 7z PBSC. FEED T Mz 1 O Br>
7e PBSC 25322 bdH 2., 7 AV A TIIBMRICKE
DY ITRAT 7 I RORLHDPRE —RNTH %,

Hopkins University Ti&. #73 L& HLA BV XRT—HL TV
% RF—ZERLTVEV, RF—=MERETHB T &, 40 5%
DFRThHsrT e DE LRI HLADN KL TWa T &,
RF—2A TIEH9 2k zfiicanT &, ABO W~y FL
TVwaZ L, ZEELTERIL TV,

i & : Transplanting the Sensitized Patient: The Johns
Hopkins experience

Maria P. Bettinotti PhD, D(ABHI) FACMG John Hopkins
University School of Medicine Baltimore, Marylamd

DSA WA DEB I B 25X 53X HIENT
W%, HLA D—EEAWIC K > TDSA FEAEY A7 N D |
ZOYAZE, =B —HDIAT YT, NTa—HD
3DCRITENB LEZ TV, ZDMIC DSA ERICHE 2
Z BN FEHENR, i, EEOBMD 3 Th 5,

TS 7 b aRCDEMNE YD X7 2T % 7z I ld DSA O
HMWKZEBEEIC/E 5, §L HLA FUAMAIC 1 Luminex 77 v &
4 (Solid Phase Immunoassays : SPI) & flifa—ZD7 v+t
A D) OFREN BT L E X T 5B, SPHRIREE & RpR N
BWEWSFEN D BH, U= AR DHURD K IED F 7%
%, MlRR—2D7 v A I3l EORTOHEFE & DK
ISR TE, iz, PURORELRE MK LIS RS
DTREHBDERNDKIEDFHEHNTEZTOER L EZ T
WA,

SPIIC & % 471 HLA HiAADHIEIZ M K - THxR %, Bl
X, ooy MAEMERICEEE 5 SRR H 5.
Fiz, BEF®BNEZ O h—=TE LTV
D, T EDBPUEDOEE (TOLEIEIFRSLTIC/E D), M
TROFPLIIRIC K> TERERIZFZ S, Dia< L, nMFI
72 s 2 & &k, MIERORTHLE A A TR L RN
B 57%0, Tl XD il ke KD KRESRES
(Fig21),

Serum treatments:
elimination of interference - MFI variation
— Untreated
EDTA

=== Hypotonic Dialysis
— Melon Column

Untreated 078 -G ~a
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A Jackson, personal communication

Fig. 21 MEDFRUETTEN nMFIL (L5 X 27



FUHLA HUAIE AT Y — THINE® BAINL, 1R A ik %7
Y FIR L, BAGRTICK > THEZRT %, Mkl
Lic =2 YYIHE LT EERD, IR
SRS VD ZBIS T 5 T ENEHETH S,

DSA OHERAENFEN T Nz (Fig. 22), HLA-ABDR 1—%
Z & HLA- CDQDP 11— # ZDHEHEIF x> T D, 2 51U
LoEND S,

Estimation of relative DSA antibody levels

* For SAB serum treatment with Melon column to reduce interference
* Relative AB strength estimated from reactivity in SPI based on prior
correlations with crossmateh test results: Virtual Crossmatch

Weak DSA 1000-2900 MFI SAB

Low Level DSA 3000-5000 MFI SAB

Intermediate level S000-10,000 MFI SAB

FC-XM + > 5000 MFI phenotype  >10,000 MFI SAB

CDC-XM + = 10, 000 MFI Phenotype  >10,000 MFI at 1 to 8 dilution SAB
Ranges are for AB to HLA-A,B,DR
Ranges for AB to HLA-C,DQLDP up to 2X higher as SPI are enhanced for
detection of these specificities

Fig. 22 SMFHHBIZISAEICIS 1T D DSA DFITERHES]

757 ha A0V A7 & LT DSA BAKIEEN E S5 b, %
FEIRED RN 0D DSA DFUANS> DSA OFZE & 72 % HLA RO
FRHEAW, CD34 OFBHLANIVEEND %,

BEBRIC & O AR E N7z DSA. BRI D 2 A<y FRAHIC &
% DSA. 75 AN D DSA. HEEDHFUFICH % DSA DIFLE,
DSA OFUAMD EFIENA ) A7 & X, b DU R
BRI NEDND S,

VAT T 772 —72 ik UThi HLA FUAZ IR S 572D
B LD T a s a—)V2RE L, BHERHICY A7 2 TE
220 RIR L T Sl 2 I L TV B,

¥ & : Donor-Specific Anti-HLA Antibodies (DSA) and Graft
Outcome in Hematopoietic Cell Transplantation (HCT)

Kai Cao, M.D.,, D(ABHI)

Profrssor Laboratory Director, HLA Laboratory

University of Texas MD Anderson Cancer Center , Houston ,
Texas

DSA (R —HRrVEfuAR) IIBMBOLEBERICHEZE 2 %
RKEBHEFELUTHEEHINTVWD LRSI ETERE,
NT R HLA S AXy FRAEIC B THEERIEZ I C
%9 T ETHHRLAN LV ZE NEE, Eimsisie sk
ST ENTES,

AR A Z Luminex 5T T 7% > TH D, LABScreen Single
Antigen(LSSA) 7 35 C 75 5 BRI & EDTA L% U 7z 1fn i 72 {#
FIL TV %, LSSA T DSA A& iz &id Clg ol t
BT, B EREZB TS,

5 4RI Clg A1k T DSA B B3 1ETH 2 T L idid Mg
BHEICBW TS 7 b ADY) A7 NEL %5 EMEL T
%o

2010 fE/ 5 2018 DR AH FEAE O H1 HLA itk DR # 1
Fig23 DB D TH5.

Antibody Status in HCT Patients

MUD 2,054 1,513 (35.1%) 541 (12.3%)
CBU 354 256 (5.9%) 98 (2.3%)
Allo Related 1,442 1,051 (24.4%) 391 (9.1%)
Haploidentical 456 342 (7.9%) 114 (2.6%)
Al 4,036 3,162 (73.4%) 1,144 (26.6%)

Fig. 23 EMFHMIBBAERE (CH T B HLA FURDREE

NT OB EEONRIE TReD LB TH S,

DSA Status in Haploidentical HCT (@TP)
N = 456
Ab+ 114 (25.0%) Ab- 342 (75.0%)
Ab+/DSA- 74 (64.9%)

Ab+/DSA+ 40 (35.1%): C1qNT 2 (0.05%)
Clg- 27 (67.5%)

Clg+ 11(27.5%)

Fig. 24 /\TOBMEEE D HLA FUADFH

25% DBEE THUADGEE L 2> THD . ZDHT DSA kD
BAHEN 35.1% 72> 7, DSA DTk, Clq BEPEDEE A 67.5%
Lo T0BTzh, SEliE Clq BRIED EDREHEr B XIE
T OMEEZE LT,

DSA+/C1g- HCT Outcome
Patient 27 ) DS Lewels
DSA# 39
17 - 1 DSA (MFI 1,100 - 9,600)

8-2DSA (MFI 1,060 - 17,708) t .,
2 -3 DSA (MFI 2,266 - 15,087) . '_* .

M
DSA Specificities

Desensitization:
15 (PE only, PE/Rituxan/IVIG, PE/Rituxan/IVIG/donor buffy coat)

Outcome: 24 engrafted, 1 delayed, 1 ED, 1 not engrafted

Fig. 25 DSA(+), C1q(-) O 27 FEBIDEMARRAT R

RELTWS DSA DFUX 17 % 1D, 8&H 2D, 240
3D oz ITNTORZICHEERLEZB IRV, 24 4D
BRI Utz BUBAEREEIC K D DSA IR R L72AY, F¥
KX DT LTIZEE B W,
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DSA O MFI i & Clq DBfR%ZE & & ISHERK U 7z B A AT DR
DHA RSA VERENT %,

@ DSA ® MFI < 2000, Clq (-) : GBI AT,
@ DSA @ MFI < 2000 ~ 10000, Clq (-): B&/EZ 1 (1]
%C&OTh\E%ﬁé?%O

(3 DSA ® MFI > 10000, F£7zi& Clq (+). &L I&misg -
BAE R FEhE T B, BURIERIC Clq A (-). D MFI <
10000 iZ &L, OB 2 i LB L 755,

@ DSA @ MFI > 10000, Z£7i&Clq (+): Bz xb
AN

BRI O lzdicid, FIHETHNIE DSA WD K —7%

NG BT EHNEAEETH S, DSA WIGHEDBHF KL BT

BOGEE. BIHEEEEEBC R THh OBMET 24

BN %, Clq & DSA O MFI Z BT OIS R 2 D,

BRERDIOH L 5%, FACHREHEOERIGELEZDT Clg

FHA L% TSR0, Fi HLA FiAME IZ MO 30 H

DINIZB T2 5 8N H 5 T L ENTEIWVIT R,

&I
Fig. 27 One Lambda#t DA >S4 > )\ —=F v )LEF > X )\ —
JRFMICKOA I A UERLERD, HESZ S One TA—=
Lambda #: D A /8= 10 FIZ ERHCHATHE#E L T
< f1 7z Dr. Bray. HLA Mathmaker ® 4= & O # T & % Dr.
Duquesnoy, 7 H A< v FOD T/B 77#f T EasySep &)V —F >~/
{b & &7z Dr. LlWSkl\ Epitope fi##ff T IHWS Z#5| L T\ %
Dr. Tambur 72 &, 22 TUNEZ BV AV N—ICEEE> T
%@T%&#ot®u%%k% " Chole, T2le. TITAD
M UTEEHEICERLIEK DI, SR 59, HEHENE
MG ENSBIMNEHE LN > T2 e BIMT 2 N TE
feewnws e Th-oT,
ZRDRGICEVEELFBRIC DI DA I A4V TEREED
LDD, ENZENETNDLINSBIML TR Y A>TV
72D & TEHIGI TREIFRNE D TH o7z, ASHIDA T ¢
Ty VRV A8—TF ¢ — (Fig. 26) DEIFFEMH] D One
Lambda ttD X > Z)8—F ¢ — (Fig. 27) WA 2T A 2/ &I3—
F¥ )V, CbbEFHaAaTMESTIEOARNYRT
Hoiz,
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