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Paits  Force  Twpe/SubTwpe Match  Sero

DoOB1+03:02:10 DOB1*03:03:02
DOE1*03:02:10 DOB1*03:03:02
DoB1*03:02:10 DOB1*03:03:02
DoOB1+03:02:10 DOB1*03:03:02
DOB1*03:02:10 DOB1%03:03:02
DoB1*03:02:10 DOB1*03:03:03
DoB1+03:02:10 DOB1*03:03:03
DOB1*03:02:10 DOB1%03:03:04
DOB1*03:02:10 DOB1*03:03:03
DoOB1+03:02:10 DOB1*03:03:06
DOB1+*03:02:10 DOB1%03:03:08
DoB1*03:02:10 DOB1*03:03:09
DoB1+03:02:10 DOB1*03:03:10
DOB1*03:02:10 DOB1%03:03:13
DOBE1*03:02:10 DOB1*03:03:14
DOB1*03:02:10 DOB1*03:03:16
DOB1*03:02:10 DOB1%03:03:17
DOBEl1*03:02:10 DOB1*03:03:13

FE#
FEf
FEf

Exclude Exon 3 J0A
Assigned Allele Pairs

[ 1 poB

ulv Assigned

21



FalseDE —X MW LVSES Y

e GELIEHEDEHDE—XDIEER

=S S

B Bead Raw Bead Info
e, oes (o [ < [ [ o ]Cyocuan’ (e Loc]
& EEE—

& b Dl ;3 FRHLEIRL TS
L E—X
50

BOSBRL TS ]

E—X

» BENGEWNGEIIARITRT

22



FalseE —XRILH D56 ha

Pairs  Force  Type/SubType Match Sero

N A\
= :10 DEB1*03:03:02:01
Fa Se — DQE1%03:02:10 DQB1%*03:03:02:02
DOB1*03: :10 DOB1*03:03:02:03

DOE1%03:02:10 DEB1*03:03:02:04
DOB1+03:02:10 DOB1%03:03:02:05
DOB1+*03:02:10 DGB1*03:03:03:01
DOE1+03:02:10 DEB1*03:03:03:02

Bead Raw BeadInfo

Bead ID # 017 Rec Site:
Probe ID: DQ12C

:07, DQB1*06:05:01, DQB1*06:05:02, DQB1+06:06, DQB1*06:09:01:01, DQB1#06:09:01:02, DQAB1*06:0

DQB106:f ', DQB1*06:09.08, DQB1706:09:09, DQB1°06:09:10, DQB1*06:09: 11, DQB1*06:08:1

DQB1*06:12, DOB1*06:18:01, DQB1*06:18:02, DQB1*06:22:02, DQB1*06:42, DQB1*06:66, DAB1*Y

, DQB1*06:118:02, DQB1*06:118:04, DAB1*06:121, DAB1*06:129, DQB1*06:142, DQH1°06:189, O]

DQB1*06:282, DQB1*06:287, DQB1*06:299, DQB1*06:319:01, DQB1*06:339, DQB106:348, DQB1*06:353, DQB1*0
DQB1*06:432, DAB1"06:441

Rec Site Local GC _ Patient/Sample Results Set Config
e [ ]

One Lambda QC 1D 017, Probe ID DQ12C Max Scal

One Lambda®DQCFER D FEEE

NYEAED K E/BREDF|#
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ol
-
4

L |
[
Qe

FalseE—X D%

YERITAS

o Lo notta | [B)] (Ol () [2] L v Evon [ ]

FalseDE —X Dl
(17BE—X)

&

40

@
20

120

@
L R L S

>

Paits  Force  Twpe/SubTwpe Match  Sero

DoOB1+03:02:10 DOB1*03:03:02
DOE1*03:02:10 DOB1*03:03:02
DoB1*03:02:10 DOB1*03:03:02
DoOB1+03:02:10 DOB1*03:03:02
DOB1*03:02:10 DOB1%03:03:02
DoB1*03:02:10 DOB1*03:03:03
DoB1+03:02:10 DOB1*03:03:03
DOB1*03:02:10 DOB1%03:03:04
DOB1*03:02:10 DOB1*03:03:03
DoOB1+03:02:10 DOB1*03:03:06
DOB1+*03:02:10 DOB1%03:03:08
DoB1*03:02:10 DOB1*03:03:09
DoB1+03:02:10 DOB1*03:03:10
DOB1*03:02:10 DOB1%03:03:13
DOBE1*03:02:10 DOB1*03:03:14
DOB1*03:02:10 DOB1*03:03:16
DOB1*03:02:10 DOB1%03:03:17
DOBEl1*03:02:10 DOB1*03:03:13

FE§ 017
Fef 017
Fef 017

Exclude Exon 3 J0A
Assigned Allele Pairs

[ 1 poB

ulv Assigned

24



DQB1*06:118:01, DQB1*06:118:02, DQB1*06:121, DQB1*06:129, DQB1*06:142, DQB1*06:189, DQB1*06:207, DQB1*06:275, DQB1*06:281, D
DQB1*06:287, DQB1*06:299, DQB1*06:319, DQB1*06:339, DQB1*06:348, DQB1%06:353, DQB1*06:358

JTO—7 DRER Y.
—— N
= n' A WERMTAS
Bead |raw  Bead info RRITHDE—RXDERE [saulune
Bea o7 i< | < | > | > [ Excue 2
100
90
80
70
o | | FIRFICAIEL-2 TOREDEREILRT
0| | BRHTL T AR R
| | B PCE—XANHEBERILEEZFH -LTVVEWVRADKER
10
Bead Raw |BeadInfo |
Bead ID # 017 Rec Site: | 24| -—y-32 ‘\ S .
Probe ID: DQ12C E—XIZ !f‘tAL«—CL\%)jD—jo)
Exon 2 nrb\nﬁkﬁr”i &J‘.I-%TI/}I/
DQB1%06:02:07, DQB1*06:05:01, DQB1206:05:02, DQB1°06:06, DQB106:09:01:01, DQB1%06:09:01:02, DOB1*06:09:02, DQB1206:09:03, DQE |5 ﬂ : =
DQB1*06:09:06, DQB1*06:09:07, DQB1*06:09.08, DQB1*06:09:09, DQB1*06:09:10, DQB1*06:09:11, DQB1*06:09:12, DQB1*06:11:02, DAB1*( One Lambda®QCi&#Rk BIEHRR ﬂ
DQB106:11:04, DAB1*06:12, DAB1*06:18:01, DAB106:18:02, DQB1706:22:02, DAB1%06:42, DAB1*06:66, DAB1°06:88:01:01, DQB1°06:88:( |: A

2E—ZX0D
HIERER

¥
B4E /7 HE
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One Lambda® QC#5 8 D ##

X

It

anj

LI |

Vv

YERITAS

Qc Rxn  Rec Site Local QC Patient/Sample Results SetConfig | Bead Raw Bead Info
One Lambda Qf 1D 017 , frobe ID DQ12C Max Scale: | || Bead Jorr f ik [ < [ > [ > |OJexcludet |2 Reset [ac
70 70
60 60
50 50
40 40
Bead ID: C5014
30 Well Position: 95(1.G12)
20 [ amas e 1057 ] i
as o
10 QC Typing . DOB 10503 DOB 1706 XX4
XX3:=:05:03/05:06/05-:08/05: 10" 7 9/05:40/05:41N/05:42/05:43 |
05-56/05.67/05.78/05.85/05.91/05.96/05.98/05-108/05.109/05- 121/05-130/05:134/05. 140/05.147/05-14
/05:161/05:191/05:201/05:202/05:203/05:204/05:205/05:206N/05:208N/05:211/05:212/05:213/05:214 |_
/05:218/05:220/05:221/05:233/05:235N/05:236N =
Max Scale | [ Viewpelta || 8] (Cle @) [ 1 (] Group Exon [ ] | XX4:=:06:0506:09/05:88/06:188/06:207/06:281/06:282/06:287/06:299/06:33/06:348
A — — -
o JIVIHh—YILZFEHESHE. One LambdaTQC .
—_ =+ S —_— 40
[CEAL-RADBHRMARTIINDS .
« FRRHIIEDQOB1*05/DQB1*06MDDNAZE{F AL I-§ )
B . Raw Datal%1054
-2 =3 = -\ N ——— S P TN —
o DAY DEISGEVERDRAKBERZHEET 5 e———

ET. False RGN ZYDT L (AybAZ{ESR R
DHEERIZEYDT LN TLILL LIS

AIERER

2E—20
HIEFER




HoMA IEDEF/BREOHIM Y.

GC  Rxn  RecSite LocalQC Patient/Sample Results Set Bead Raw Beadlnfo E RA :
One Lambda QC ) 017 . Probe ID DQ12C maxscael | |Bea o7 v[ic [ < [ > [=1 )0 Exciuct 2] racar [ o ] A

2 2 HINATSAFEIMNT
) . ST BB D%
: . EREEEND

Pairs  Force Type/SubType Match Sero Close Bead Rxn =]

=
2
2
i
A
i
g
&
=
0]
|
®
El
]
=
> @

DQB1*03:02:10 DQB1*03 02:01 FEP# 017 Possible Allele Code
QB1¥03:02:10 DQB1%*03 102 FP§ 017

DQA1*03:XX1 DOAL*03XX1
XX1=03:02/03:03/03:04/03:05/03:07/03:08/03:09/03:11/03:13/03:14/03:16/03:17

FB# 017
DQBl 33 DZ 10 DOBl 03 33 04 FE‘i 017

DE— LfL\évn 7%%&( RIS BDTLILERER

@0ne Lambda@QCﬁ"i%

QBIEFER I One LambdaDhybATELLEER L TEDEEEREL TL\EH
@N\TORZAT (O AO—HADEAEVTHEBENHBHIEE)
NEDIEREEEHITMERL., THhYDEZZEE L. [BREZFITOIFD
HIErEHSFELLET

= PIATEEETT B —XOB. hybA TREETT 3818, SOEE
R R CRET Ao LERELET

27



GIDBRMNRTNGEWNG T

Pairs

Force Type/SubTvpe Match Sero

A*02:
A*02:
A*02:
A*02:
A*02:
A*02:
A*02:
A*02:
A*D2:

Group 3: no frequent alleles

01:14Q A*24:18B6(G3)
01:140 A*24:292 (G3)
01:14Q A*24:522 (G3)

105 A*24
374 R*24

607 A*24
607 R*24
703 A=*24

:02:030(G3)
t02:030(G3)
607 A*24:

186(G3)

1292 (G3)
1522 (G3)
:02:03Q(G3)

Local Demographic Data [ver2 Japanese 20

False RIC D AIREEM B L E —XZHER
SFND#ILFalse RIGE—XDHE

=3
Al

Pairs Force

FRIFN

[+ FPFN
[+ FPIFN
[+ FPIFN
I+ FPIFN
I+ FPIFN
i+ FPFN :

: FN# 0982 (9 items)
: FN# 0938 (3 items)
: FN# 0992 (3 items)
: FN# 0996 (4 items)
: FN# 0997 (19 items)

FN# 1000 (17 items)

Type/SubType Match Sero

! FPFN:

FP# 0091 (198523 items)

[+l FPIFN
FP/FN :

|+

: FP# 0561 (9 items)

FP# 0582 (20 items)

Copy Data

Vv

YERITAS

ERLCFIE

One Lambda®QCt&#R
— E—

2E—ZXD
HEFER




FEMTIZERT A74IL2DER

GIDFERMNRRSNENGE (L, CWDIAILRIZEETHIET

HBENRTRINDZELHD
BARALUSNDBIKIZCWD I IILE2EFERALT-

sl Set Configrh A &01)v

fRITZHELR

% Mo Code .“‘—?IEI

Lacal Code

P Grouping

G Grouping

Cross Code(A,B,CDREB1,DRB345,D0)
Cross Code(DP)

o TTTT] View QC

Bw4/Bwb in Serology
Enable KIR Ligand
v | Demographic/Rare Allele Groups 3 | CWD_TDX 3430
|| Possible Allele Code Condense » verl_Japanese_2021_Jan_GF2021JSHI
Minimum Positive Control * I WD;TDX;3'45'1 I .
Minimum Bead Count , verl Japapese 2021 Jul GF2021JSHI —
Set Sure Reaction Bead v-‘ ver2_Japanese_2021_Jul_GF2021J5SHI
e 2021 Jul Gr20. » | 1 20565

Low Positive Threshold 3

BA¥02:06:01:01 A*24:02:01:01(G1)

Group 2: frequent on one allele

Possible Allele Code

A*02:06:01:01/02:06:01:02/02:06:01:03/0,
A*24:02:01:01/24:02:01:03/24:02:01:04/2

Vv

YERITAS
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BERTFGR D

|

Gioup 2: freguent on one allele

BY02:06:01:01 A*24:02:01:03(62)
AY02:06:01:01 R*24:02:01:04(G2)
AY02:06:01:01 R*24:02:01:05(62)
AY02:06:01:01 R*24:02:01:06(G2)
AY02:06:01:01 R*24:02:01:07(62)
AY02:06:01:01 R*24:02:01:08(62)
BAY02:06:01:01 A*24:02:01:09(62)
BAY02:06:01:01 A*24:02:01:10(62)
BY02:06:01:01 A*24:02:01:11(62)
BAY02:06:01:01 A*24:02:01:12(62)
BY02:06:01:01 A*24:02:01:13(62)

iPars : Force  Type/SubType Matchl Sero I Close Bead Rxn o
Local Demcgraphic Data [ver2_Jgpanese_ 2021 Jul GF20. A ‘ #0965

| Possible Allele Code
Group 1: freguent on both allelgs I ———

(A UL 000 UTUR00.0102/02:06:01:03/02:06:01:04/02:06:01:05/02:06:01:06/02:06:01:0)
A*24:02:01:01/24.02:01:03/24:02:01:04/24:02:01:05/24:02:01:06/24-:02:01:07/24:02:01:04

A¥02:0€:01:01 A%24:02:01:01

FRRRADEEBNZIELT
BREL TSN, LR—
MIRTRSND

[v]~]

Y | v |A55igned

A“DE:D&:DL:Dl.-"[hE.:Dt’i:D1:0'-‘-.
A*24:02:01:01/24:02:01:03,

RELEY

SeroD3 7 NIEHR%E

Possible Allele Code®
FHRERFLET

< >

| L]

Other |

— Savez YU IL TR %

L] Patient
161070206 11/0206:12/02:06:15/02 06 17/02:06: 18/0206:18,/02.06:20/ 0206 21/02.06:28/02:06:25/1] |

Assianz | Save> | Confirm |

Vv

YERITAS
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fo 14 /B2 M D FITE 77 3% Y.

* Normal{E(%)zFHLNTHITE

« BEHAE
(BZHE—XDHEIMEIE-NCE—XNDHIE)/ (PCE—X
NDEIEIE-NCE—XDEFAE) X 100(%)

- FROHEXATEHINIEEAVIT{E
ZFLEERL CIE 1 /PEEEHIE

« ZHE—XDBEH®FREE (Exon) DPCE—X
AW TEH

« DNADRE (FELE)OZEIZK>TPCRDIE
EBRIIFLEEFZ(TH=H. PCE—XDIE
TEN|S_ LT, DNADRE LB EFEY
LTS

31



Raw Data

Bead Bead Info Normal&OLl Cutoff& EEEE LT
Threshok [3 B/t DRI ET B
Bead Pos PC Nc [ou | sample Luminex
p  Rxn Raw | Normal] - paw  NC  Raw | cutoff| Cutoff Bead Count
0764 |8 (4803 |75 0513 |6442 (0035 (12 (20 |20 89
0765 |1 32 0 0032 4839 (0035 |12 |25 25 105
0767 |1 30 0 0513 6442 (0035 (12 |30
0768 (1 49 1 0513 6442 0035 12 15 BeadID E—X&S
0769 |8 8120 126 0513|6442 0035 12 |85 _ A (1 [ 8 [B1E)
0770 |1 604 0654 (3720 0035 (12 |25
0771 |8 3936 0513 | 6442 0035 |12 20 Raw FE—XDESE
| __O77TI 1 121 0543 | R4A42 (0035 (49 18
I __ Normal BEHEER (%)
1 Pos Ctl PCE—XNDES
PC Raw PCE—XD&EFIE
MaxScae [ view noina ][3] » >
T NC NCE—XD&ES
NC Raw NCE —X D &EIIE
OLI Cutoff

mmmmmmmm

Sample Cutoff

Luminex Bead Count

One Lambda® 71y kA 71E (%)
fEFTL TL\DIRIAD 7y A THE(%)

E—XAok



Reaction Table Y

Sample Rxn(1F¥F LD EFF)
ac Rxn Rec Site Local QC  Patient/Sample Results BiTit*uEéhT: t‘\_x\\(: rXJ hfﬁﬁ:éhé II

Find Rxn B

102 143 Tob 162 176 185 290 358 305 401 412 437 475 A80 488 493 503 452 122 147 19¢ A~

055der0eU5  |0620 0622 |0626 |0e4l |05l |0764 |0832 |os74 |osso  |ossl fJoo17 fosss foseo foses  [0973  |oesa Jossz Jossz  |oelo  |oee

Sample Rxn ~ |x X X X X X X X X X X X X X X X X X X X X

A"02:01:01:01 |x X X X X X X X X X X X X X X X X

A*02:06:01:01 |x X X X X X X X X X X X X X X X X X
A"02:06:01:02 |x X X X X X X X X X X X X X X X X X
AXOO-OC-04 -0 ® X ® ® x ® ® e
oo [ X X X X X X X X
T FLILEAALCRndEIYwod B |0 - & & bbb
X X X X X X X X
LT BIEERBE—R(TO—TABYMLY | - ¢ L
X X X X X X X X
X X X X X X X X
TWBE—RERRTBLATES Y-
X X X X X X X X
BT 0T 12 % b b X X X X X X X X

Table R A
511) 932FE —XIZZA*02:01:01:01%EH# T 5T O—T N{FHLNTLVSAY,
A*02:06:01:01% 529 5T O—T [ DULVTLVELY
512) 9178 . 960FEE — X Z1FA*02:06:01:01Z 232 TA—THN{FLVT
LB AN, A*02:01:01:01%R# T 5T A—T X DLNTLVELY = ‘
5932 F/E — XA e, 917F. 960BE — XA GHLZD T, ||
CDEIKRIZA*02:01:01:01 TN EADHM D
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Local QC/Patient Rusults

Vv

WERITAS
ac Rxn Rec Si‘leI Local QC IPatientl'Sample Results Sef
Session Da{Zﬂmﬂ‘lS ' |- |2022!01.f2? v
100
6C | | RecSite Local GC | patient/Sample Resuits | Set Config
20 Session Date: [z 1201 ¥] - fior sz012 ]
100,
180 - S —_—
B DA ELER A : 7— 59
70 aX I~ A su
——
- EHIND :
[==] E 50
50 One Lambda | |50
cut-off line T
140 \ I]- H\aln Gl2
» [ g
130 20 NormalVslue: 47
o " I i
10 ‘
ac Rxn Rec Site LocalQI Patient/Sample Results I Set
Session Da202201113 |~ [202200127 |
. Possible Allele Assigned Allele . . Well
Assigned Allele Code Code Pair Assigned Sero  Other Assignment | Sample ID | po i, TestDate
» Q2504 21(1,E |2021 %05 | D2
A"02:06:01:01/02:0 Q2504 4(1.D1 |202E05. 0o o
A 01-N2/N2-NEN1-N - el Lo s et
C*08:01:01:01/08: Q2504 21(1.E |20:
n1-01-N2/NR-N1-01- One Lambda®QCt ik AIERER

ST ILIDEIZEZBDARCEAED
OO—hRADFFERENRRTIND

Ssssssassg

e

2E—ZXD
HIEFER

BAELTHER

BEHIEICES




HHHHHH
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jj IE E 0) E&E YERITAS

&, HLA Fusion™
Analyze Data | Reports | Data Sample Patient Inffo Profile Utilities Help Exit

&S EQEEA @ L E % R E

Patient | Generic Typing | LABType MicroSSP  Generic Antibody  LABScreen LAT LCT  Flow
Patient or Molecular Custom | || View " Patient " Clns |
D Custom Typing Results by Sample [
Session: Allele Summary ASC - &7, Molecular Custom Report Setup x
c DESC
Batch: Allele Code - 2000000
Sample ID: i S 15 |
P MDIECUIE[ Typll'lg SUmmary Twpe of enter the report namet| test? nx E I ' |
Combined Sample - Generic Typing =
I T | [ Lab Iformation Allele Pairs Assignment ] R G, WD
Allele Code Assiznment Check All
et (7] Patient ID, Mame (REQUIRED for thi )
Specificity: | | 5 P?o;:!t Typ:me o TS EroR Serology Assignment Uncheck
[ssH [[] Sueeested Allele Godes

[] Ethnicity, DOB, Gender [ Sueeested Seroloey

[] Disease, Status, Blood, Transplant Type [] Sueeested Allele Pairs [] R G, WD

[] Address, Phone, Email

[ Sequence
[[] Spouse, Eme. Gontact, Employer

[] DGM, Hospital, Divizion [ it i

[] Donor Info [] Force Falze
[] Tvpine Info [] Match Reaction
|_check || uncheex | | check || uncheck |
[] Approved By [] Test Reactions
Sample ID/Local ID [] Barcode [] Positive Beads/Wells Summary
[] Sample Session Info [ Luminex Info [] Glose Reaction Beads

Saved/Confirmed Info ] Sample Source
[] Mare Testing Mesded  [] Dilution Factar
[] False Rxns/imbiguity Exists

[] Swstem Comments [] User Comments [] Test Details

Ll Mamenclature S IMGT ] Product Motes Bead Count [ Values

o — N WDfI:/SLocaIfP/G code update date ] Ren [] Recaenition Site
| ) -I_\ — I\ ( IE E R atoff Summary ] Specificity
4 ~ L 30 Graph [] Mon-amp Summary

[] Gonverted HD' Bead Gount
w1 5P onl Man-= 1and &
= feechl el () e () el [[] Bead Revizgion Motes

|_check || uncheck | | check || uncheck

[] PG NG Values

36



H 77 E

&, HLA Fusion™
Analyze Data | Reports | Data Sample Patient Inffo Profile Utilities Help Exit

DBRLOIFDQAEEA AT @ EY RN EE

Patient | Generic Typing | LABType MicroSSP  Generic Antibody  LABScreen LAT LCT  Flow
Patient or Molecular Custom | || View " Patient " Clns |
D Custom Typing Results by Sample Sort B [
Session: y-
Allele Summary Sggc = A [
Batch: Allele Code > I
Sample ID Molecula ™™ ) )
Patient Info  Profile Utilities Help Exit
— O N
Comblneﬂ W s v R A ¥ & M| sso) [uro VIEW : 7 l/l: s

MicroSSP Generic Antibody  LABScreen LAT LCT  FlowPRA  Spec

Specificity: ’7W| - [ View | pationt | clos | Export: EE,._,\O)ET—C1%T$

Sort By- [ 1 sample P¢

o _ > oentD ASC 8 | [ view |[| m—
I/I_I_\_I\‘th jj-d—é ‘ | SampleID ASC l:] ,
*ﬁ 1$ % E *R ) test2 e

Sessions samples "l Show selected samples
)| Patient D V] sample ~ v|LocusTy v| Session ¥|Nb | N +|Ma v| Well ¥| Well Status ¥| AnalyzedBy ¥| AnalysisDT | Canfirm Us | Canfirm Dat | PA
Of xyz123 Q25D3 A D25150LC-C001 O O O 20(1.. Batchlmport. 1 2022F01R .
O Q25D4 DRB1 D25050LDRB-X006 O O O 287. Batchimpart. 1 20215128
Q2504 C D25050LC-X002 O O O 201 Saved 1 2022F01R .
Q2504 B D25050L B-X006 O O O 12(1... Saved 1 2022%01R .
O Q2504 A D25050LA-X00477 O O O 4(1.D. Batchlmpart. 1 2021118
I S S A N N 717 2
O Q2504 C €D25150LC-C001 O O 0O 21(1.. Batch Import. 1 202%F018..
O Q2504 A D25150LC-C001 [0 [ [ 21(1.. Batchlmport. 1 20225018 .
1 Q25DC DRB1 D25050LDRE-X006 O O O 29(1.. Baichlmport. 1 20215128 ..
O Q25DC C D25050LC-X002 O O O 21(1.. Batchlmport. 1 20215E128
| Q25DC B D25050LB-X006 O O O 13(1. Batchlmport. 1 20215128 .
O Q25DC A D25050LA-X00477 O O O 5(1E. Batchlmport. 1 20214118 .
[l Q250C A D25050LA-X004 O O O 5(1E. Batchlmport 1 2022018
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~— 31

.. Molecular Custom Report

k IMain Repart |
o h maRnR P nr‘ﬁ

[ N @-|

Export: FENDERX TREF
Print: E[1

test2

Assigned Serology: Cwi C-

Assigned Allele Pairs:
C*08:22:01:01 C*15:02:01:01

Patient ID: Name:

Sample IDx Q25D4 Local ID:
Sample Date: TestDate: 5 21, 2071

Saved By: ven, tas Date: | 27, 2037 Confirmed By:
Assigned Serology: A2 A4

Assigned Allele Pairs:

A*02:06:01:01 A*24:02:01:01

Patient ID: Name:

Sample ID: Q25D4 Local ID:
Sample Date: TestDate: 5 13, 202]

Saved By: wen, tas Date: 1 27, 2027 Confirmed By:
Assigned Serology: B62 B48

Assigned Allele Pairs:

B*15:01:01:01 B*48:01:01:01

Patient ID: Name:
SampleI:  Q25D4 Local ID:
Sample Date: TestDate: 5 5, 2021

Saved By: ver, tas Date: | 27, 2022 Confirmed By:

VERITAS
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» BEDEXNFHZBIX
« ZRLEERFERICAMELTHEREZ K
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BRFMDEH

k2L

[ |
= = |
- SN

LI DIFATE

20000

15000

x| X6 X4 x2

10000

YERITAS

ElEHR(L. LABScreen DS E(Z

]

F—/BEBIMEVTBRDERT

~ &
s s @
b ) &
8 &g s
c ves 000960 aldo o afPofp P A 7
£ § FS&E £ TS
patient0 Baen12s - Donor o, 1z H
Molecular Tysing 5 o MolecularTyping  A°0205, D0AT0301, 5 B
SewTmng K24 AZ4DT 52004506 0N DR DR 005008 0P203 * | sermne 4212581200 v o7 v R 12507 080911
rom aravzr « o avsowrs + [cna] formus [weme ) B
o g auase Final Assignment Final Assigament
o [ ot ol 9 oonrom
[@rowse smpels  sampiiaes  Setiontime Samlobar Pt ot Caneaio Swconaiy 5o ¥ ooda PG o srigen | “Tuse | s e g
o s Sy T w—e e . 7N
v s 2 SR s s T i
9 e s iR s s e am L) ow =
DX ZoieFA2. Bda BB w138 oz o @ s LT
| sw s BES R e o 0 0 e
- o
@ 0 (=
5 0 s
5 1 jss
50w
g L 5B = LB —
Ao Tckng Tvssbld [ (] creatnne ot tene [ Tesment (7] sow SumpleDte oo On T el rohe
Line(Time Scle) | Column (Sampie) | Column (Spec) | Sample iution | LSM Raio Line Time Scaie)
n Gt
a0 ostz8 [ a0 40120 Eaint Nme :Yomac, Too
-
s
o
Z ess =
Eon — :
o
Eree Erne BEmoen Bov o Wew
o3 ) WA 1) Mo 010 B 0w 01wl

DSAZIREFMIICT SRR
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EEHBHRDOEZE k-1

A J & o

8

i b Dﬂ w;_;‘i l;’
nple Results
*robe ID 101 ...

HYNEE

A%?208
II Bead Raw  Bead Info

Max Scale_

1| Bea wm «[4< [ <[> [ 21 |C)Exciuct 4[Rasar [a ]

100

B0

B0

[70

PRITREROREFR. BITEE

BAERHREE &

&% Patient/Donor Information

General Info

[ Enforce ISBT format for Patient/Donor ID

Patient/Donor Info
e E—
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