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Microdroplet Assay of Human Serum
Cytotoxins

ATTEMPTS to define leucocyte groups in man sero-
logically have been hampered by the scarcity of immune
human antisera and the capriciousness of the leuco-
agglutination reaction'. The method recorded here for
assaying lymphocyte cytotoxins in a microscale was
developed to ecircumvent these difficulties. Its extreme
sensitivity permits performance of 1,000 or more tests
with 1 ml. of antiserum. Furthermore, lymphocytes
obtained from one finger-prick sample of blood are
sufﬁclent for 100 separate trests The basm mnovatmn in
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SSP(Sequence Specific Primer)i& s
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SSPiED E D — 44

« ZLDXVrI2TATVE

« —ERDHE mITAHTAF VM Allele Specific)

Em1— Bmi WA FTEE
SSPIPN <470 SSP ABC/DRDQ 1PN 10 tests| m#(-207C)
SSPABDR <470 SSP AB/DR 10 tests| A (-207C)
SSPABDRX |¥-“70 SSP AB/DR 384 40 tests| m#(-207C)
SSPMLO2 <470 SSP Generic HLA Class I & II (ABDRDQ) 4 tests| mM(-207C)
SSP1L <470 SSP Class I Generic Typing Kit 10 tests| m#(-207C)
SSP1A 7470 SSP HLA A Typing Kit 12 tests| H®(-20C)
SSP1AB <470 SSP HLA AB Typing Kit 10 tests| m#(-207C)
S5P1B <470 SSP HLA B Typing Kit 8 tests| M (-207C)
SSP1C - 470 SSP HLA C Typing Kit 16 tests| AM(-207C)
SSP2L <470 SSP Class II Generic Typing Kit (DRB/DQB) 30 tests| A#(-20°C)
SSP2LB <7470 SSP Class II DRE Only Generic Typing Kit 40 tests| m#(-20%C)
SSPZLQE1 - 470 S5P Generic HLA Class IT (DQB only) 24 tests| m#(-20C)
SSPDRQP1 ~-470 SSP Class II Generic Typing Kit 10 tests| 73 (-20%)

(DRB/DQB1/DPB1)
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* LABType/!)—X
— SSO,CWD,XRMD3IFELEEA B S
— SSOIF2HT. CWDEXRIFAHTDRAALE T vk

L E A

Emd—F Bmi—F
LABType SSO HLA A Locus RSSO1A 100 tests | RSO1AT 20 tests
LAEType SSO HLA B Locus RSSO1B 100 tests | RSO1BT 20 tests
LABType SSO HLA C Locus RSS01C 100 tests | RSO1CT 20 tests
LABType SSO HLA DRB1 RSSO2B1 100 tests | RSO2BIT 20 tests
LABType SSO HLA DRE3,4,5 RSS02345 100 tests | RS02345T 20 tests
LABType SSO HLA DQA1/DQB1 RSS02Q 100 tests | RS02QT 20 tests
LABType SSO HLA DPA1/DPB1 RSSO2P 100 tests | RSOZPT 20 tests

Bmd1—

LABType CWD Class I A Locus RSSOWIA 100 test | RSOWI1AT 20 test
LABType CWD Class I B Locus RSSOWI1B 100 test | RSOWI1BT 20 test
LABType CWD Class I C Locus RSSOWIC 100 test | RSOWI1CT 20 test
LABType CWD Class II DRB1 Locus | RSSOW2B1 100 test | RSOW2BI1T 20 test

LABType XR Class I A Locus RSSOX1A 100 test | RSOX1AT 20 test
LABType XR Class I B Locus RSSOX1B 100 test | RSOX1BT 20 test
LABType XR Class I C Locus RSSOX1C 100 test | RSOX1CT 20 test
LABType XR Class II DRB1 Locus R550X2B1 100 test | RSOX2B1T 20 test
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NGS(Next Generation Sequencing)ix VR
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SSP ;£ XX1:=:24:02/24:02L/24:02Q/24:03/24:04/24:05/24:06/24:07/24:08/24:09N/24:10/24:11N/24:13/24:15/24:
17/24:18/24:20/24:21/24:22/24:23/24:25/24:26/24:27/24:28/24:29/24:30/24:31/24:32/24:33/24:34/24:35

(SS PJPN ) /24:36N/24:37/24:38/24:39/24:40N/24:41/24:42/24:43/24:45N/24:46/24:47/24:48N/24:49/24:50/24:53/2
4:54/24:55/24:56/24:58/24:59/24:60N/24:61/24:62/24:63/24:66/24:67/24:68/24:69/24:70/24:72/24:73/2 XX2:=:33:01/33:03/33:03Q/33:04/33:05/33:06/33:
4:74/24:75/24:76/24:78/24:79/24:80/24:82/24:83N/24:84N/24:85/24:86N/24:87/24:88/24:89/24:90N/24: 07/33:08/33:09/33:10/33:11/33:12/33:14/33:15/3
91/24:95/24:96/24:97/24:98/24:99/24:100/24:101/24:102/24:103/24:104/24:106/24:107/24:108/24:109/ 3:16/33:17/33:18/33:19/33:20/33:22/33:23/33:25/
24:110/24:111/24:112/24:113/24:114/24:115/24:116/24:117/24:118/24:119/24:121/24:122/24:123/24:12 33:26/33:27/33:28/33:29/33:30/33:31/33:32/33:3
4/ 2SR BN 2 RN/ S RIOGRIN 3/33,34/3335/3336/3337/3339 333413
24:153/24:154/24:155N/24:156/24:157/24:158N/24:159/24:160/24:161/24:162/24:163N/24:164/24:165/2 42/33:43/33:44/33:45/33:46/33:47/33:49/33:50/3
4:166/24:167/24:168/24:169/24:170/24:171/24:172/24:173/24:174/24:175/24:176/24:177/24:178/24:179 3:52/33:54/33:55/33:56/33:57/33:58/33:59/33:60/
/24:180/24:181/24:182/24:183N/24:184/24:185N/24:186/24:187/24:189/24:190/24:192/24:193/24:194/2  33:62/33:63/33:64/33:65/33:66/33:67/33:68/33:7
4:195/24:196/24:197/24:198/24:199/24:200/24:201/24:202/24-203/24:204/24-205/24:206/24:207/24-208 0/33:71/33:72/33:73N/33:74N/33:75/33:76/33:77/
ZA}ZZAO%ZSA}; — L IS =_ == ‘ﬁ /33:80N/33:81/33:82/33:83/33:84/33:

8 - ~ E : : : : :

24724225/ @7ﬂl< 0) E E(] ' _ FLT‘ L "C' uit ¢7lfl< 0) 1 *R% 88/33:89/33:90/33:91/33:93/33:94/3
Lo Y B 1Y e ————
4:267/24:268/24:269/24:270/24:271/24:272/24:273/24:274/24:275/24:276/24:277/24:278N/24:279/24:28
0/24:281/24:282/24:283/24:284/24:285/24:286/24:287/24:288/24:289/24:290/24:292/24:293/24:294Q

5505£ XX1:=:24:02/24:02Q/24:21/24:27/24:40N/24:48N/24:49/24:69/24:70/24:74/24:76/24:78/24:79
/24:80/24:83N/24:86N/24:93/24:101/24:105/24:110/24:111/24:114/24:116/24:117/24:118/24

(LABType :120/24:122/24:123/24:126/24:127/24:128/24:132N/24:135/24:137/24:140/24:141/24:142/24

$50) 1144/24:147/24:150/24:152/24:153/24:154/24:155N/24:157/24:158N/24:159/24:161/24:163n  AJAFR:=:33:03/33:03Q/33:06/33:
/24:165/24:166/24:169/24:170/24:171/24:172/24:173/24:175/24:176/24:178/24:179/24:180/2 15/33 25/33 3 1/33 40/33 44/33
4:181/24:183N/24:185N/24:186/24:187/24:192/24:193/24:195/24:196/24:198/24:202/24:205/
24:206/24:209/24:212/24:216/24:217/24:221/24:222N/24:223/24:224/24:225/24:231/24:23:n  14N/33:77/33:78/33:79/33:80N/
/24:233/24:234/24:235/24:236/24:237/24:238/24:242/24:243/24:244/24:245/24:247/24:249/2 33 81/33 82/33 84/33 85/33 95
4:250/24:251/24:253/24:254/24:257/24:258/24:261/24:263/24:264/24:265/24:266/24:267/24:
268/24:269/24:270/24:271/24:272/24:275/24:276/24:279/24:280/24:283/24:284/24:286/24:2
87/24:292/24:295/24:297/24:303N/24:305/24:306/24:311/24:312N

SSO%

(LABType  XX1:=:24:02/24:292/24:295/24:303N/24:306/24:311 GNHZ:=:03/95

XR)
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(normalized Mean Fluorescence Intensity: One Lambdatt) &4 &1
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No DSA
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0.6 —

0 5 10
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FlowPRA
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— FlowPRA Screening
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LABScreen

LABScreen Mixed

LABScreen PRA

LABScreen Single Antigen

“ LABScreen Single Antigen
Supplement

“ LABScreen Single Antigen
ExPlex (LABScan3DE )

RO)—=25
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Mixed, PRA, Single Antigen®MD&L\ .4
SEMHREREE
Mixed PRA Single Antigen
1758E—X Class | ;5638 —X Class|:97fE—X
Class Il :358E—X Class Il :95f8E —X
cw7 A2 pg B13 A2

8 4

B62 Cw9 A2 A2

A24

All B62

A2

Cw7 | B67 A2 WIS Cw4 A S A2
B62 - Cwil o 4
A31 Cwb A2
Class | : 37\ )L /1beads 1732 )L/1beads 1$1J8 /1beads

Class Il : 57\ )L/1beads
MM DMERER | |[ERAALCOFBERER
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CREG (Cross Reactive Group) V

ERICE O o-lENEFEME AD—HZR

A1+A36 [as6 |- a1 H{ a3 F{ai1] | 30 |—] A3t |
A1+A36+A80+A2 ﬁ Taze] |
A3+A24 Bt o
A3+A11 HE |
ot | AI34 |—-| A33 |
+ = HE :
ﬁgl/éf’ g |A|25|4—IA32I—|A74I
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B62+B75 e H s l
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B7+B27 {18 ||
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RIS L—T

mAERIECESHMRADHET, hilfz

JIWV—TIELTHEEEZRXELI=ED

vs Epitope v

mRREE -

HIRD 7S/ EEEL S [ E D RS2 B il
DHET, PS/BOMELIEETRY

RIADRIGHEIZEDLHFE < MEDRTRICE DI EE
IBENDSDIRERE| <> HLAE G F AT THRREIL
EEORIE <> RSO F A
SREADOMELWVREHH D < FRESYICRIGLEWNVGEELH D

AO—AhHX
| A36 [— A1 H

A80

--------------------------------------------

* Nakajima F. MHC Vol.13, No2: 2006 (— &3 %)

HLA allele al-domain

11123333333444455566666777777788889

HLA -A

Lo Position 37917940123456134824623567034678901230
oo [aze J-i{ aas] E\%J:\HYFSREADTQFVRFAQRRIQGQERNVHTDVDLGTLRGA
] 5,.:-"'| : i: H HLA-A*0t:Q1 K M-—AN-———-] D
; A2 | "'I il | | Ags | | -A*02:01 A

HLA-A 26 o1 -y

HLA-A*30:01 —-S-S
HLA-A*31:01 —-T
HLA-A*33:03 —T
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HLA Fusion Xg

s XHFTDEMI7AILERER
— BERATAIWBRIEA VR = MRICEITICER I A-ODREZTITO
— HLA FusionD/\N\—2 3 2 K5 8EHTFE R DE LT ALY
o IxFTDHLA FusionldFusion4.4
o RNJFRDKR—LR—IKYF o O0—FKa]gE
— https://www.veritastk.co.jp/hla/soft_file.html

mERI7AIL sero_equivalent_2021July
HARAT4qILA ver2_2021_Jul_allelefilter
HRAOT 774 HAICEH>TELES=HFA D O—FEHEFELLET

o SSPIPNDfEATIZIPNHDOD BARANT1ILZZER
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HLA Fusion -

LABType

AANITLILEADERTE

<A /0SSP

4 LABType Analysis Configuration

HLA Fusion®

[LABType 2

Product Type:

@OLABType % &iR

YERITAS

MicroSSP Analysis Configuration

Code
@ NMDP () LocalCode () PGroup () GGroup () No Code

Cross Code
[] Enable Cross Code (4,B.C,DRE1,0RB345,0Q) [ | Enable Cross Code (DP)

[ Die mographic {ver1_2020_Jan_a||e|efi|ter [Edit] ] Number of False |1
Rxns

Possible Allele Gode & G1 2 G3
[7] Bw4/Bw6 Information

[7] Computer Assiened Serology
[7] Flag Sero Ambiguity

Min Pozitive Contral # : g

[ Bkip Batch Analysis of Samples wit @ E $A 7 4 )l/ 9 %%*R

Min Bead Count * : 1na
Min Bead Failure Threshold (%)

Cloge Bead Rixn Threzhold *

[ Display Popup message for Low Bead Count and Low Positive Gontral

Product Tvpe: MicroS5P -

Code
@ NMDP (7 LocalCode () PGroup (7)) GGroup () NoCode

Cross Code
[] Enable Cross Code (4.B.C.DRE1,DRB345.0Q) | Enable Cross Code (DF)

Mumber of False |1

[ Demoeraphic I\ter1_Japanese_201?_Jan_G v] ]@1}
Ranz

Pazzible Allele Code 1 G2 W G3
[] Bw4/Bwh Information [] Show 55P Wel 1D

ey

S | MerosSPRER

[] Computer Azsiened Seralog =l blonefena Allc]

[7] Flag Sero Ambiguity

®HFA7 1 L2 &ER

[ Allow Auta Accept All

[7] Save Force 1 Pair(lf not checked, the Force 1 |
[ Display Gonverted HD' Bead Gount in Raw Dat,
[7] Exclude Exon 3 Probes for DQ/DP Analysis

[ Global Bead Adjustment {Impact &l Samples)

®lSavel]z27 Vv ¥

[ Ihclude Generic Test Gomments (Exon 4-7)

*: Required Field

Reset to OLI | |

®[Savelzs ) v s
@IClose|Z27 Vv ¥

* : Required Field

Reset to OLI Save || Close

36




HLA Fusion -SSPIPN® fiZ 1

e IM;

- BERRTHERZH

AZ:01:01:07 X
A=02:01:01:08 X

YERITAS

ERT7AILIMGT)D/N—23 0 MN3.39LIEDIEES . B2 HT
EERMNSave TTELGWWIS—ARELTHYET
—IPNERDOT

—RZqN

Match

Poszible Allele Code 1 Allele

Possible Serology

— XA THEHTLTESLY
BILT=12[ZFusion TTHE

mas

037 ORAR LD BRLALE. O

g D ET R

A RU Clocus RR%E :T/-OSSPABC/DRDQ JPN (lot#7)

“ossible Allele Pairs (Demographic | » A'D2:01:01:01/02:01:04/02:02:01:01/02:03:01 A~
Data: CWD_TDX_3.39.0) A24:02:01:01/24:02:01:02L/24:02:02/24:03:0
B
c HLA Fusion™ X
DRE1 RY02:01:01:01 A*24:3 A
p+02:01:01:01 A%24:3
DRE346 e Error in saving results to the database, R 02:01:01:01 A*24:3
DQB1 h*02:01:01:01 &*24:3 ¥
< >
ed Allele Pairs ] hssigned serology  [x[v]
01:01:01 A*24:02:0
02:01:01 B*38:01 i v Product latalogs
h1:01:01 C*07:01:0 SRS s o s s o o sz o o
1]
Other Assignment | > 1
c [J More Test [] Patient Assign |l | Assign>> | Save>: V = | ABScreen 0
iSP_20200514114750_SSPJPN_007_21 ap [SSPIPN_oo7_21
:

=
[y
= -

Last # of

2021/09/30 2

Product Documents

Catalog 0

Nomenclature IMGT

Var<i

SSPJPN 007 20

July 2019

3370

licro SSP™ Japanes

e - oo o = I |
e T = = = i
‘\ r=>
# of Recent | fsen Equvalent: 3.37.0/2012.July; .
0 et —e AANA AN h
2 2021/10/30 Database
HLA Fusion: (localj¥FUSION_SQL 14EXF
a Used ~ 1% - 28 MB of 102¢
Verslon 4.4.0. 13925' reate
0 Audit Log: N)‘A
0 Audit Log Status: I
0
IPND AT
Catalog Worksheet TOTRSTIOOT -
escription  (8.5x11) 11x17) Probe/Prim
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http://jshi.umin.ac.jp/standarization/file/JSHI-hyoki-2017-2.pdf

T AASSPDRKT

« IEIZ
« BEERDORTRERTE
(o e e T

a No Code I

[ Local Code

P Grouping

G Grouping
Cross Code(A,B,CDRB1,DRB345,D0Q)
Cross Code(DP)

Bw4/Bweé in Serology
Enable KIR Liagand

|T Demographic/Rare Allele Groups »

¥| Possible Allele Code Condense 3 |'_|7| G1
G2
G3

Poszible Alleke Code 1 Allels

Product Type: MicraS5P

&7, MicroSSP Analysis Configuration

YERITAS

BWellWdh>T-15E& [XbpH A4 X %R

X

000 8®

Code

Cross Code

) NMDP () Local Code () PGroup () GGroup @) NoCode

[] Enable Cross Code (4,5.C.ORB1.DRB34500) [ Enable Cross Code (DP)

Demographic  wer?_Japanese 2021 JulG ~  [Fdjt ~ Numberof Fake 1 | —Erlﬂ 1
: IN-ax JE

No Code. G1MDH )

I Possible Allels Code:

Me1 [Jez [Ja3

FewerEme oM
[] Gomputer Assiened Seralogy
[ Flae Sera Ambiguity

[ Popup for Postive Well has Limited Sequence [ Allow Unde for Fill To

Ssmrs=h Wel ID
[ 5ave Hon—fimp fllele Pairs
[] Enable KIR Ligand Information

B40:02 01:01/40:50:01:00
B~51-01:01-01/51.04/51-07.01
DRE115:07:01:01/15:04

DRB30N-01:02:01/01:01-05
DRBES™0M:01:01:0n/01:02:01

DRB3*01:07:02:01/01:01:05
DRBS02:02:0

DRB1*14:02:01:01.14:03:01/14:05:01:01.14:06:01/14:12-01./14:1814:29/14:45

A02-01:01:01/02:03:01:01/02:05:01-01/02:06:01:01/02:07:01:01.02- 10/02:15N,02:18/02:28,/02:42-01/02:53N,/02: 590272
A02:01:01:07/02:03:01:01/02:05:01:01/02:06:01:01/02:07:071:0102- 10/02: 15N,02: 1802:28.02:42-01,/02:53N,02. 550272

BARAIAILZERALTWSIESE. JISHIKY
NHSNTULSHLA HET7LIL—EXKIC
EENBTLILDHHAmbiguityDIxEFE &
LTERERIND
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LABType D £Z 4T V

Positive Control Summary Minimum Positive Control:

——— | . BHaLURO—LAERICASELY
BRERILEE DR | SNTNBCE. BT O—LIE
- FIEDZNE — XM EDRED
« E—XDhyrAI7EEETT IR
: : : %—Xl:ﬁ%é‘bft\éjn—ﬁ%%f
R

Q2502

Negative Control Summary

Q2502

BeadCountSummary " MinimumBead Count : 50

et ka—JLIERaw
DataME L \E—X ALY
Y

Q2502

hemme ] PRt/ 1E B (“False

ks Bead Raw  Bead Info
- }iﬁ:‘h\&(l\htéﬁﬁ [S11RY Threshom
~ I
o FaIse}iFEO)t —A (17](@, Bead Pos PG NC  OLl  Sample Luminex
. 'C%E;T:-C‘:*Lé ID Rxnf Raw | Normal o°  paw NC Raw Cutoff Cutoff gzz:t
3 % mmmﬁ-mmn-n_n-
0002 1 |l232 |3 0513 (6317 0035 312
" 0003 |1 |12 |2 0032 |6084 0035 14 15 15 550
0004 |1 |[154 |2 0032 (6084 0035 |14 |15 |15 678
o 0005 |1 |[143 |2 0032 (6084 0035 |14 |15 |15 989
0006 |1 ||230 |3 0513 |6317 0035 |14 |15 |15 828
» 0007 |1 |14 o 0032 (6084 0035 |14 |15 |15 221
" ooo8 |1 |l213 |3 0032 (6084 0035 |14 |15 |15 237
ooos |1 |41 |o 0032 |6084 0035 |14 |15 |15 179
o0 0010 |1 |l1e8 |2 0513 (6317 0035 |14 |15 |15 70
o011 |1 |35 o 0032 (6084 0035 |14 |15 |15 821




FlowPRA

2 HT4 737 O—ILME

1 00 203 I
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FDFEFRAWNSDTIFHL MEFE
HELTUPRA KRB
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LABScreen 4

WERITAS

e One Lambda@)NCI;E%{E FH
RERILEEDIERR

A ]

A Position © Sample v ¢ MinBead Cnt: 50L1_E Q‘;dcm NC PC PCNCRatio
p EATET T Unnown e NC:1500LLF {100 75.78 | 11897.81 | 157.005
2(1.B1) | Unknown2 « PC:500LLE 100 2598 |14107.37 |543.009

1.C1) | Unknown2 _ JE 100 2475 | 1562561 | 640.221
4(1D1) | Unknownd * PC/NCRatio: 2L 100 072 | 1433348 | 196349

* Single AntigenMDPR U DQDNE —X(ZIF2F8FH D HLARED
BRUDNNT WA= E—XDRIGMNafHERIHD EBLLIZK
HRIGTHAINGTHIET HENDE

« BEENTFT—DRAAEVTHRELEALDSAD EAZ R K S%
LEIIZT DS
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NTORLTDHEZ(BAADES) Y

o HLAMIZEFTHRDR—LR—T
https://hla.or.jp/med/haplo tools/

=

HLA-A HLA-B HLA-C HLA-DRBE1

| I il v o B | I N
=D 23

- EIMFHEBIERFRT —EX

https://www.bs.jrc.or.jp/bmdc/donorregistrant/m2 03 00 statis
tics.html

F>r—8FED/\JO51T3HE (A-B-C-DRB1)

o 0EEI—E (£EAT10049-77) [Excel : 79KB] H

46


https://hla.or.jp/med/haplo_tools/
https://www.bs.jrc.or.jp/bmdc/donorregistrant/m2_03_00_statistics.html

DR-DQ® 3

YERITAS

- e g B BEEBZEREE g SHER:

B se== past ¢ & |82 g8 888 s g g glg ¢

2 2 HEEBEBEEBE R = LK ]

e an £ 818 & B B |BIEIZEEEEEEEE E IS

< 4 & < a4l

s HHHEIEHIERRHHHHHHHHHHHERE
DRE1*01:01 DRB1°01-01
DRE1*10-01 DRE1*10-01
DRE{*08:02 {Blank} - i DREB1*08:02
DRB1*08:03 DRB1*08-03
DRE1*15:01 DREG01-01 I F DRE1*15-01
DRB{*15:02 | DRB5*0102 DRB1*15-02
DRB116:02 DRB5*02:02 || DRB1*16:02
DRB1*13:-01 DRE1*13-01
B o mEEEE o
DRB1*14:12 DRB1*14:12
DRE1*03:01 DRB1*03-01
DRE1*11:01 DRB1*11-01
DRB1*13:07 DRB1*13-07
DREB1*14:08 DRB3“02:02 DRE1*14-06

DRB1*14:54 DRB1*14:54 »

- \\
e - = / HLA Class Il DR TR D& {nFH#1 X \
~omeises | DREVO! - - Beeris s

DRE1“04:01 DRE4°01:02 || DRB1*04:01 DR1 Group DRB1 g DRB6 DRB9
DRE1*04:05 - DRE1*04:05 [DR1, DR10, DR103, DR15*]
DRE1“0M-10 DRE1*04:-10
DRE1*04:03 DRB1*04:03
DRB{*04:06 | DRBA*01:02 DRB1*04:08
DRB1*04-07 DR51 Group DRB1 g DRB6 DRB5 g DRB9 DRA
|| DRB1*07-01 [DR15, DR16, DR1*]
DRE1*08-01
] o ]
§ E 8 E § E é L] E g % 8 é § DAB1 || DR52 Group DRB1 g DRB2 g DRB3 DRB9 s DRA
£ | 8 22| E|2|8[8|8 g 8 £ £ |pret [DR3, DR11, DR12, DR13,
) 2 s =g g 8lg|ls & ] ] 2 =8 DR14, DR1403, DR1404]
- ~ b SH e A2 )| DR8 Grou
(HARECHDELFHAOLRAN hBHEELEH) PRo Group TEHED
DR53 Group DRB1 g DRB7 g DRBS g DRB4 g DRB9 g DRA

[DR4, DR7, DR9]

B snacr O T

/
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LABScreen 4 > 7R— R D Ayvt—

HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Megative Sample as the NC raw value,

Replace NC Bead #0071 = 15.8 with N5 Bead #0071 = 2277

000

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The MC bead for the background sample will also use the
corresponding bead.

Replace NC Bead #001 = 538.25 with Lowest Bead #068 =

201.95
and Background NC Bead # 001 = 99.56 with Lowest Bead #068
= 281.867
L) LA (N)
HLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.

The NC bead for the background sample will also use the

corresponding bead.

Replaaiwc Bead #0071 = 1980.59 I-:ith Lowest Bead #0371 =
650.65

and Background NC Bead # 001 = 73.31 with Bead #031 = 84.627

0

*x BRIADNCE —XHY, NCInEFDNCE —
R TRSNhET

BRIADNCE —XDEZENCIFDONCE
EHZFEITHI?

STUONVZ JZER

—ZX L YKL

—XADfELE

* FRIADNCE—
nNEJ

BRIARONCE—XDENZLN\D T, BAEAD—FEL
E—XDELESBRZIFITN?
FNIZ{E->TNCIFEDNCE —
STV Z JEER

APDE—X LY FEFIZRERS

—XLEELEI M

BRIADNCE —X{EM1500% B % TWBEE X
BREFLTLESWL
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Single Antigen 72 X2 #Z#T151-1 \ME

EFIR *
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EIE DA B AR T RS
BB EY

 ALTLADEESLTS R TOE—XH
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{51) DQA1*01:01(50,54F&E —X)
DQB1*06:02(53,54&F&E —X)

---------------------
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TYH5E

DQA1*02:01% 5l [ZERBALE T
DQA1*02:01MEE L TLWBE—XH7EHY FE T HY.
FEEDE —X D85S0 TDQAL*02:01(XfEETY

46£48FE —X T EBHELRDO M ?
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@ o & W @ &

_________________________ 46 02:01 04:01
,,,,,,,,,,,,,,,,,,,,,,,,,, 48 02:01 04:02
,,,,,,,,,,,,,,,,,,,,,,,,,,, DQB1*04:01(F47&/E —XIZHHER

>47%& (X5 1= DQB1*04:01 1[5 14
e s 2000220 405 528002 2 vamronorizaome—xiuase
>49% (X5 1E= DQB1*04:02 1[5 14

iR &kUa6£48FE — X (EDQBLIHAIZL BB KR
L T#HBT-8. DQA1*02:01(FX[EM EHIEMNTEET
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