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25 25 2020/11/06 Database
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HLA Fusion™

0 The raw value for MC bead is very low. You may use the NC Bead

raw of the Background Negative Sample as the MC raw value.

Replace MNC Bead #0071 = 15.8 with N5 Bead #0071 = 227 7

ERY

The raw value for MC bead is high.You may use the lowest
fluorescing bead as the Megative Control for this sample.
The MC bead for the background sample will also use the
corresponding bead.

Replace NC Bead #001 = 538.25 with Lowest Bead #068 =
201.85

and Background NC Bead # 001 = 99.56 with Lowest Bead #068
= 281.867

[FLrY) AINEA ()]

IHLa Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Control for this sample.
The MC bead for the background sample will also use the
corresponding bead.

REpIaceINC Bead #0071 = 1980.59 l’(ith Lowest Bead #031 =
650,65
and Background NC Bead # 001 = 73.31 with Bead #031 = 84.627

o
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- = Final Assignment ® Positive Final Assignment ® positive E‘EO)EE— y ?
esl : 50(50) O Negatie O Negative o
Cut-off Defsult Current g g )
CL I +4ve 1.5 75.6 ) uﬂw O Undetermined
CLT -ve 12 56.2 Save
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« NBG Ratio = Normalized Background Ratio
s BHAE
(IRAEDEE —XE-1RADNCE —X1E)

/(NCIEDRE —XME-NCIIEONCE—X1E)
v Sy BPS0RBOBEFIBI50LL TETEZNS

:?]aad Class :Eple i-:mple :;::‘S :{S:NS (NRaB?m \Basellne Rxn Count 51

001 |NC  [s08.91 |E09.91 |4067 |4067 ||o ) 187

D02 |PC  |S08441 |609.91 |9873.95 4067 | |0.8628 ] 180

003 |1 554542 |609.91 |16677 |40.67 ||38.1396 | fa09.41 1 151 | Al

0oz |1 554542 |609.91 |166.77 |4067 ||38.1396 | peoo.st 1 151 | Al

| 554542 |609.91 |16677 |4067 ||38.1396 | faoo.st 1 151 | Al

Dos |1 156604 |609.91 |14437 |4067 ||145.1349 |f4sss79 |8 104 |A2 e

pos |1 156604 |609.91 |14437 |4067 [[145.1349 |fasss 79 |8 104 |A2 %*ﬁ{$®ﬁ¢*ﬁ@@d)E—Fd)rRaw DataJ%
Dos |1 156604 |609.91 |14437 |4067 [[145.1349 [Jasss79 |2 104 |AT S

pos |1 14819.17|609.91 |19234 |4067 [|936ase |faosvss |8 124 |A2 7')“}735&:?_&753“5
0os |1 14819.17/609.91 |19234 |4067 ||936a54 |faosrse |8 124 |ar

pos |1 14819.17|609.91 |19234 |4067 [|936ase |faosvss |8 124 |A2

o7 |1 18885.34/609.91 |13586 |4067 ||1713383 ||e13044 | 108 |A2

o7 |1 1688534/609.91 |13566 |4067 ||1713383 ||618044 |8 108 |A2

po7 |1 1888534/609.91 |13566 |4067 ||1713383 ||618044 |3 108 |AT

09 |1 16417.99(609.91 |16423 |4067 ||1279385 |[sesesz | 15 |A2

pog |1 16417.93(609.91 |16423 |4067 ||1279385 ||sesesz |8 15 |A2
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47, Set Mixed Product Configuration

Utilities Help Exit H LA FUSi on" &
Update Reference ? LCT RSSO :»:_TC: A 'n' i

e
E Catalog Template Association

X

Catalog ID | LSM12NG25_024 05 ] |
Class I

s I [T —

Molecular Preduct Configuration >

; Antibody Product Configuration » Create Combined Products and Cataloc Negative Threshold | [12 |
] General Settings ssilsnibloasiitans g g Mc Threshold ]
7 Set Mixed Product Configuration
: ndoad  Printer C]

| Products Selection Set Analysis Configuration

Validation » NS File Import ON Class T
- . L [T
1 Switch User Version 4.2.0.13925; created on 2018/03/14 Negstive Threshold (12 ]
| | . Selting us_english¥SQL_Latin1_General CP1_CI_AS

Switch Database T T vl 4] 50

dit Log: MAA

: |

MIG

L T C—
O R—

1. Catalog IDJ:D?J’S’IZI’]%“_r ER
2.NBG RatiofB%=Z 5=
3. savelz/Uvy

x HA0J CEICEFBHINE *

| setouDefaut ||| save ||| Close

"YJONE LAMBDA ® ® ®
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Analyze Data [Reporis | Data Sample PatientInfo Profile Utilities Help Exit

oS aOREEEA & L E BN

VERITAS

[arl fiexl S |

LSM Detall Approved By Date:
Patient  Generic Typing  LABType  Micro55P  Generic Antibody | LABScreen | Specialty  S5tatisl) sesonId 200007 _LSM022_NC023 20200907 124154
[ I L5M Detail | Catalog LSMI2NC23 022 00
- s | NC
Patient or * |5&lqlle$|.mr | o NSSampls
e IO = i Backzround Values
Daona LSM Sur‘nmar_l,r 005 12121 007 13231 008 12979 013 11474 018 12836 030 12909 041 12349 043 13309 053 13332 05 1269
. |* | B o 1:w 082 14313 0% 92 081 10928 08 10738 084 6802 096 955 099 906 100 9009 NC 11476
Session: — - Ohvervi fPC 1212247
sessioniD - s Positive Cutoff, 135  Negative Cutoff, 12 50 f 0
- Class]  Positive ;1.5 Negative : NC Threshold: 5 Class]  Sensitivi! MFI:
=
Batch: | | - WellPosition Product Compare Class Il PositiveCutoff; 1.5 NegativeCuoff; 12  NCThreshold 30 ClassI  SemsitivigNFL 0
SamplelD - Mic  PositiveCutoff; 1.5  NegativeCumoff; 12  NCThreshold: 30
= PatientID L HNA  Semsitivi/MFL 0
Sample ID: = L | d
|—| Patient ID: Patient Name: Local ID:
ik Status Transplant Type
Class I Class IL
Overal Bead Result RawData Ratic Count Overal Bead Result RawData Ratic Count Sample Date
20LBUFL1-64 Positive 005 Pasitive 8315 1621 112 Positive 078 Undstermind 9578 1.49 157 NC 2116 168
007 Posite 9776 1913 192 081 Positie 23202 412 163 PC 927836 148
008 Positve 62227 1202 147 083 Negative 6814 0.4 155 PCINC Ratio 4385
013 Positive 84977 1657 101 084 Positive 13778 133 122
018 Positve 95122 1860 100 096 Negative 1.09 151
030 Paositive 77582 1508 148
041 Positive 70383 1365 169
043 Pasitive 88508 1728 182
053 Pasitive 70684 1371 197
059 Positie 69843 1355 142
081 Posite 63073 1235 1%
062 Positive 94217 1842 184
MIC.
Overal Bead Result RawData Ratic Count
Hegative 099 Negative 24 83 0.07 147
100 Megstve 2272 002 170
Sec Al Treatment:
Saved By: 1.1 Saved Date: 1782, EhE
Confirmed By: Confirmed Date:
Comment:
o 2 TOE—-XADNBG Ratiot
\Y —
A\Y A\ ~ \\
t e /I\é
T1
11 zziz0z0 HLA Fusion™ 4 4013925 Paga1 of1
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Analyze Data Iﬂepurts Data Sample PatientInfo Profile Utilities Help Euxit
=Y 5 A B Bl b B8 B BSO Y6
DEBOADQAEEA € E gL [ N -
Session Ik 200907_LSM022_NC023_20200907_124154
Patient Generic Typing LABType  MicroS5P  Generic Antibody | LABScreen | Specialty  Statistic Caralog D LSM12NC23_022_00
NSSamples °C
. LSM Details Backerowd Values
Patient or |t | | |Sﬂql|35tl'lli']" 005 12120 007 13231 008 12979 013 1147 018 1283 030 12909 041 12349 043 13309 083 1333 09 1263
mr I[): — 061 12884 062 14313 078 92 081 10928 083 1073 084 6602 0% 933 0% 906 100 9009 NC 11476
LSMSIerer | ﬁ- PC 1212247
5 = = §
o | | — | EessianiD LSM Chverview ClassI  PositiveCutofft 1.5  NegativeCuoff; 121  NCThreshold 30 Class]  Semsitivi'MFL: 0
wellPasiti ClassIT  PositiveCutoff: 1.5 NegativeCmoff. 12 NC Threshold 30 Class 1T Sensitiviy MFL: 0
Batch: |* | eliFfoson MIC PosiiveCutofi 1.5 NegativeCwoff: 11 NCThreshold 30
- | SampleID Product Compare HNA  SemsitviMFL 0
< e NCoee—= o PO
,,: la THe |* || . | CBE"DQID | | L] | [WellPosition] Sample ID ClassI ClassII  MIC Raw Count Raw  Coum PCNC
1201 BLIFL1-64 Posite  Positive  Memtive 2116 168 927836 148 4383
PatientD: Patient Nama
Sec Ab: Treatment
Saved By: L1 Saved Date: 12z, 2020
Confirmed By Confirmed Date: Sample Date
Comment:
User Comment
= T2 DFERDAHTRIREN
Bﬁ | / BE ing 7N 5
TT
11 22, 2020 HLA Fusion™4.4013925 Page 1 of1
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— emm CmTE 005 |91.56 282 13 100 | |89.84 goz |1 1
¥4 10807 1080._7 007 3235 282 20 100 ||2343 4583 |4 1
X& 183l 183l 008 |GTOS.7E  |8.92 54 100 6695.84 |M7464|3 1
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009 £380.77 |8.92 162 100 520885 |16 (B 1
BesultType: Default
Excluded Antigen 010 1240276 |8.92 147 100 1234684 |de588 (B 1
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SHENMSFUHBHLA Vol.2 HLATUAEE 55280



NMFIDETE T Y

. StE
MFI= (REEDEE — ZE-RAEDNCE - ZfE) —
(NCIIED&EE —ZfE ~ NCIEDONCE — X fiE)

@ nMFI

e
Bead sample sample L5NS LSNS . NBG
D E NC E NC Ba=zeline Ratio R=n Count
077 17310.08 319 22 15532 |21.77F T.82 & 142
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LABType  MicroSSP || Generic Antibedy | LABScreen

N Antibody Custom
| H Antibody Screening//ldentification

seneric Typing

W

W

1
The
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Specialty  Statistical

RE50 :-‘1_ TC:

Miscellanecus My Favorite  Tools

[ ] 15ample Per Report

| — | Antibody Scree|
47 Custom Antibody Screening Report Setup

H;‘ Single Antigen HLA FUSiOn"

PaﬁEﬂﬂD Type or enter the report name:

W

=
L ‘LAEScreen

[ Lab Infor mation
Patient Infor mation

stient ID, Mame (REQUIRED for this eroup)
| [] Project Tvpe

[1ssN

Ethnicity, DOB, Gender

[] Disease. Status, Blood, Transplant Tvpe
[] Address, Phone. Email

[] Spouse, Eme. Gontact, Employer

[] DCM, Hospital, Division
[] UNOS GPRA

Donar Info

Malecular Typing
fintibody Aszignment
Match / Mismatch

#idd MFI Baseline
Acceptable Antigens

Sero Typine

Unacceptable Antieens
AM DFG ETKAS DFGC
Unacceptable Epitopes

Sample Ihformation

Sammple 10 (REQUIRED) [ Barcods

[ System Comments  [7] Liser Gomments
[] Sample Source [ Dilution Factor

Sezsion Ihformation

Test Gonfiguration

[] User Settings:

Excluded Antigens, Positive Region
Threshold, Normalization Formula, Allels
Level

NG and FU Values, % FRA —or- #50
and Gutoffs by Region

Overall Results/ Assignments

Other

% Donor PRA

Newr Antibody
Passible Epitops [] Amina Acid Position

Epitope Analvziz Results

Antibady Speciticity (REQUIRED for this eroup)
GREG Analysiz Detailz:

TP, FN, Mean (Raw) of Positives
GREG Chart, Gircle DSA

Tail Analysis Results

[] Antibody Specificity (REQUIRED for this
] Tall Analysis Detsils

TPAFPAFMNA/TN, R Value, fiverage Scare, %
Thelusion, Strength Thdex

[] Manual Tail Assignment

Test and Catalog Details

ead ID or Test Well (REQUIRED far this

Test Values: R, Raw, Normalized, Gount

[[] SFI Raw, SF1 Mormal

Sera Specificity  Sort by: | Bead ID “
Allele Specificity @ ASC () DESG

[ Cutoff Summary
Bead MFI Chart

[] Raw Data Bazeline
[] Sort Antigen Using HLA Order
[] Ren Seore Sort Alphanumerically

AB?20w

Customize Report |

[ Session 1D/ Date (REQUIRED for this eroup)
[ Luminex o

LiR—NCHE P IDIEEZER

[] Session Details: Catalog 1D, Locus Type,
Test Pozition, Date, NS Sample

[] Mare Tests and Tests Remarks

[ Guantiplex/SF1

MBDA

Cheek AIl_| [ Uncheck an | |

save | [ Dpetete | [ Caneal
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&% Custom Antibody Screening Report Setup
Approved By:
. LabNama 1 LabCode
Institnte:
Type or enter the report hame®: Stroat: _ Contact: 1
LABScreen F Lab Cify ﬁﬁzmll‘ *& Proviuc Email  chiefijiwera@veritastk cojp
- Region: T)Y4 ﬁ 'ostal Code: Phone:
Lab Informatian Country: Fax:
Patient Information Test Configuration | Notes
[ Check All | [ Uncheck Al | [ Check A | [ur [Pacient Patient Name:
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Patient ID, Name (REQLIRED for this eroup) User Settings [0 ¥ DOE Cendern UNE  SSN;
Froject Tvpe Excluded An Blood Typa Diseasza
S5H Threshald, M
. Level Status Transplant Type
Et.hnlmty. DOB, Gender NG and FG o) [Address C'llr..
Dizeage, Status, Blood, Transplant Type and Cutoffs b | Phone Email
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Spouse, Eme. Contact, Emplover Overall Results/ At armergency Contact Phone: Employer:
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Danar Tifa Owverall Pos/| | [PatientDonor: Donor Typa Donor PR
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fntibody Azsiznment fntibody ETKAS DFC:
Match / Mismatch Pozsible Epit | olacular Typine % » 1l
fidd MFI Baseline Serology Typing g = RN — 18
ficceptable fntizens Epitope Analysiz Re | |Antibody Assignment  Class -
Unacceptable fntigens - |: Class II:
AM DFC [2] ETKAS DFG | Check Al || Ur MIC
Unacceptable Epitopes fintibody SPe : |patient Donor Match/ Mismatch
Sample Information $§EI-E}N p';la bre | Acceptable Antigans
. FN, Mear .
[ check Al | | Uncheck Al | Unaceaptable Antigons
GREG Chart, 1, 2 ccaptable Epitope- Class
Sample [0 (REQUIRED [A Barcods ;
Unaccentable Enitove- Class IT:
System Comments [ User Comments - ble Enitope MICA:
Sample Source Dilution Factor nacceptahle Epitope- MICS
Cesston 1k 200908 _LSLAUTY APEN 1T
Sezcion Information 4MC23_011_00 TestPoz  74(LELD)
| check All | | Uncheck Al | ex SELLss
S: m: FL1-PC Local ID:
Session 1D/ Date (REQLIRED for this roup) e “
W
Sezzion Details: Catalog [0, Locus Twpe, Sec. Ab: Sample Date Test Date ’
Test Position, Date, NS Sample Treatment
More Tests and Tests Remarks iam;kl:‘ml‘ﬂ? S— < Dilution Factor:
] Quantiplex/5FI aved Bz °. ate: 9 3, Sample: Lo
Check Al Confirmed By: Date: Test Typa Single Class I
More Testz l:l
VJONE LAMBDA ® ® @ Comment
User C
EBatch Impored
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0000006

Twpe or enter the report name:
|LP|EIScreen - | Donor ID: 222

Ta—— Serology Typins  A2.A26 B8 B60 Bwé Cw7 CwS DR4 DR12,DR32.DR53 DQ7.DQS DP2DPS

Patient Informaticn Test Configuration Molecolar Typimg  A*02:06,A*26:01 B*08:001 B*40:01,C*07:02,C*08:01 DEE1*(4:07 DRE1¥12:01 DQAI1*03:001 DOQAT*03:03, DQEL*03:01 DQE

| Gheck A1 | | Uncheck Al [ Check Al | [ Uncheck A1 | 03:02,DPAI*01:03 DPA1*01:03 DPB1202:01,DPB1*06:01
Patient ID, Mame (REQUIRED far this eroup) User Settings:
Project Tvpe Excluded Antigens, Positive | Serology Typing Molecular Typms MFI (Baseling) Match! MisMatch
SSH E’Q\r;nz?hold. Mormalization Fai A2 Mismatch not in Final Assi t
Ethnicity, DOB, Gender . . i
Dizease, Status, Blood, Transplant Tyvpe ;ﬁ'& %ﬂ;‘%s \é:lu;ﬁséiﬁnPHH A¥2:01 1488 1]
fiddrezs, Phone, Email AF203 12.47 0

5 . Eme. Gontact, Empl ; . . = =
D?SISEDS;;L B?v?;m mployer Overall Results/Bzsienments A2-06 062 0 MIS[IIEIICI'.'I. not 1I1 Flllﬂl. .t’i.SSj..gll.ll]EIl'[
UMNOS GPRA | Checiel | | Uncheck Al |o A6 Mismatch not in Final Assignment
Donor Tifo Overall Poz/Meg t + Mi ich not in Final Assi t
Malecular Typine Sera Typing B PRA | A*26:01 3277 0 15['13- |5|.i3I 1I1 ; 331ENmen
[ Aintibody_Assiznment Antibody ne i BE Mismatch i Final Assignment
Match # Mizmatch Pozsible Epitope O Ar B*08-01 2315.36 2253 Mizmatch not m Final ﬁSSigllll]Ell'[
Add MFI Eassline E60 Mismatch in Final Assignment

"ccEptable Antigens Epitope fAnalysiz Results _ _ . . .
Unacceptable Antigens B*40:01 Q00445 8030.43 Mismatch not in Final Assignment
AM DFG [ ETKAS DFG | Gheck }.‘" | ”’"‘_*f"'_“"”' | Cwl Match
Unacceptable Epitopes 2’:2;0?:"1::2::I;::faflz\.EQU] C*07-02 13597 5 55

izl e e TP, FN, Mean (Raw) of Posii | W8 o

[check A1 ] | uncheok A | REG Chart, Gircle DS C*08:01 4608 46 4600.17 Mismatch not in Final Assignment

Sample ID (REQIUIRED) Barcode

System Comments [ User Comments
Sample Source Dilution Factar

Sezsion Information

| Check Al | | Uncheck Al |
Session ID/Date (REQUIRED for this group)
Luminex Infa
Seszion Detaile: Catalog ID, Locus Type,

Test Pogition, Date, NS Sample

Maore Tests and Tests Remarks
Quantiplex/SF1

VONE LAMBDA ® ® ®

7 BEMEEEHIFEUDSA
= [2EDDSA
x o RF—EEBETHEOMRER/TUIL

Check All | | Uncheck Al | |
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451-3

&% Custom Antibody Screening Report Setup

Tvpe or enter the report name#:

| LABScreen

> |

[ Lab Infarmation
Patient Infor mation

| Check Al || Uncheck Al

Patient ID, Name (REQUIRED for thiz eroup)
Project Twpe

55N

Ethnicity, DOE, Gender

Dizeage, Status, Blood, Transplant Tvpe
&ddress, Phone, Email

Spouze, Eme. Contact, Employer

DM, Hoszpital, Division
UNOS GPRA

Daonar Info

Malecular Twping
Antibody Assignment
Match / Mizmatch

fidd MFI Bazeline
fcceptable Antigens
Unacceptable Antigens
AM DFC ETKAS DFC

Unacceptable Epitopes

Sero Typine

Sample Information
[ Check All | | Uncheck Al |

Sample 10 (REQUIRED) Barcode

Syztem Comments [~] User Gomments
Sample Source Dilution Factar

Sesgion Information
| Check Al | | Uncheck Al |

Seszion [0/ Date (REQUIRED for this eroup)

Luminex Info

Sezzion Details: Catalog D) Locus Type,
Test Pogition, Date, NS Sample

More Tests and Tests Remarks
Quantiplex/SFT

-LAMBDA [ X X ]

$HBHLA Vol.2 HLAFUAIRE 552

Test Configuration
| Check All | | Uncheck Al |

User Settings:
Excluded Antigens, Fositive Region
Threchold, Mormalization Formula, Allele
Level

MG and PO Values, % PHA —or— Bs56
and Cutoffs by Reeion

Owerall Resultz/zzignments

| Check All || Uncheck Al |
Cverall Pos/Mee Other
% PRA % Danor PRA
Bintibody Mew dntibody
Pozsible Epitope

] Amino Acid Position

Epitope Analvsis Results
| Check All | | Uncheck All |

CREG Analysis Details:

TP _Ehl Mz (Bl of Pociti

Antibady Speciicity (REGUIRED for this eroup

I CREG Chart, Gircle D5A

Test Results

Overall (Pos/Neg):
%PRA - or - %SA:

[] Antibody Spe

Antibody Assignment:

Class I
Positive

15

B48. B41. B81. B45, B50. B60. B72,
Bo6l.B78.B76.B62, B71, B18. B39.

B35. B75, B*48:01. B*40:01

Class IT

VERITAS

FEAFTIENE TP L sCERUTE
MR/ VIHERIR

Tail Analysiz Details:

TPAFPAFHATH, B Walue,
Iheluzion, Strength Ihdex

Manual Tail Aszienment
Class I

Test and Catalog Details

| Check All | | Uncheck Al
Bead ID or Test Wil (RE
Test Values: Rxn, Raw, N
SFI Raw, 5FT Mormal
Sera Specificity
Allele Specifi

utaff Summary
Bead MFI Chart

Raw Data
Sort Antigen Using H

Fixn Score

Epitope Analysis

Sort Alphanumerically

Specificity (_)Dsa TP FN

33
A68
A34
A26
A3l
A66
A25
B82
A69
A74
A29

| Check Al | | Uncheck Al |

Mean (Baseline) of Positives

26434.08
24681.3
23915
21937.27
20932.5
20209.9
19443.58
19219.48

DSAB#(FBE B M — Bk

0

ABUIEEDHR

TISTUZ

14955.75

CREG Table
e © Ret Clrele: DS Positive 7 18 81, 4
© Blue Circie: Non DSA Positive N / \| @
Yellow Cireles DS Negative 54—a2——— l e sommst
12| I N
7 31 2 Sommss 2708—27—47—13 41
\ @3%2 /m‘ a7
32 33 a3 3 30— o7 4005
| |
| | ot 1)
@ @ |
@ 2 64 18 «Qﬁ
® 5103 —s52 53 77 m—53 58
68 mmmmm—C9  |2403 mmi2d— 80— 1 1 ‘ ® I @I
5102 =51 35 57
210 m—2 ®| | 1 \
1 71— 75 45
203 2 6 @
ereacivity Group)




151-4

&% Custom Antibody Screening Report Setup

Tvpe or enter the report name#:

0000006

| LABScreen

~ |

[ Lab Infarmation
Patient Information

| Check Al | | Uncheck Al

Patient ID, Name (REQUIRED for this eroup)
Project Twpe

55N

Ethnicity, DOB, Gender

Dizeage, Status, Blood, Transplant Type
Address, Phone, Email

Spouze, Eme. Contact, Employer

DN, Hoszpital, Division

UNOS GPRA

Daonar Info

Maleculat Tyvping Sera Typine
Antibody Assignment

Match # Mizmatch

fidd MFI Bazeline

fcceptable Antigens

Unacceptable Antigens

aM DFC ETKAS DFG

Unacceptable Epitopes

Sample Information
[ Check All | | Uncheck Al |

Sample 10 (REQUIRED) Barcode

Syztem Comments [~] User Gomments
Sample Source Dilution Factor

Sesggion Information

| Check Al | | Uncheck Al |
Session I0/Date (REQUIRED far this eroup)
Luminex Info

Sezsion Details: Gatalog ID, Locus Type,
Test Pogition, Date, NS Sample

Mare Tests and Tests Remarks
Quantiplex/SFT

Test Configuration
[ check Al | | Uncheck A |

User Settings:
Excluded Antigens, Pozitive Region
Threshold, Mormalization Formula, Allele
Lewvel

. [»] MU and P Yalues, % PEA —or— KA
and Gutoffs by Reeion

COrverall Results/fezienments

| Check All || Uncheck All |
Cverall Pos/Mee Other
% PRA % Donar PRA
Antibody Mew dntibady

Possible Epitope ] Amino #cid Position

Epitope Analvysis Results
| Check All | | Uncheck Al |

fintibady Specificity (REQUIRED far this graup)

Tail &nalvsiz Resultz
| Check All | | uncheck Al
Antibody Specificity (REQUIRED for this

Tail Analysis Details:

TPAFPAFNATH, B Value, fveraee Scare, %
Ihcluzion, Streneth Index

Manual Tail Aszienment

Tezt and Catalog Details
| Check All | | Uncheck All
Bead ID or Test Wl (REGIUIRED for this
Test Walues: Fxn, Raw, Mormalized, Count
SFI Raw, SFI Mormal
Sero Specificity  Sort by: | Bead ID ~
Allele Specificity @® ASC () DESC

Cutoff Summary
Bead MFI Chart

CREG fnalyziz Details: /] Raw Data [./] Bazeline

TP, FM, Mean (Raw) of Pozitives Sort Antigen Using HLA Order
CREG Chart, Gircle DSA ] Fxn Score Sort Alphanumerically
Check All_| | Uncheck Al | Save | | Delete | | Cancel

VERITAS

Bead Specificity Chart

f Sort Antlgen Using HLA Order(CFIvo%Z AN
- IGa0— DRSS

Bead Specificity Chart
|

IMF
Basellne Raw

&
@
1]
m
sl
£

FeEEERIRS R IIRRRRIRSRRRE

l'f')-')l'f')—')—l‘ m
FERREE
B

A

R ARG R SRS SRR RS HRS S S

41

Sort Antigen Usmg HLA Order®F1vJ7Z25+U

AZS

-Dv.s
548wk

R%A(IMFI(DFETH (Lj]f;Si‘
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4}'-, Custom Antibody Screening Report Setup

HLA Fusion®

Twpe ar enter the report name*:

|test

V]

[] Lab Infor mation

Patient Information

| Chack || Uncheck
Patient ID, Mame (REQUIRED for this eroup)
[ Project Type
[ ssN
[] Ethnicity, DOB, Gender
[] Disease, Status, Blood, Transplant Type
[] Address, Phane, Email
[] Spouse, Eme. Gontact, Employer
[] DGM, Hospital, Division
[ UNOS GFRA
Donor Info
Malzcular Typing Sero Typing
fintibody Azsignment
Match / Mismatch
fidd MFI Bazeline
fcceptable Antigens
Unacceptable Antizens
[] M DFG [ ETKAS DFG

[] Unacceptable Epitopes

Sample Information
Cheack || LIncheck |

Sample ID (REQUIRED) [] Barcode

[ System Comments ] User Comments
[] Sample Source [ Dilution Factar

Sezgion Information

| Check | | LIncheck |
Sezzion ID/Date (REQUIRED for this eroup)
[ Luminex Infa
[] Se=sion Details: Cataloe [0y Locus Type,
Tegt Poszition, Date, NS Sample
[] Mare Tests and Tests Remarks
] Suantiplex/SF1

(YJONE LAMBDA ® ® @

Test Configuration

| Check || LIncheck |
[] User Settings:

Excluded &ntigens, Positive Region
Threshold, Mormalization Formula, Allzle
Level

ML and FG Values, % FRA -or— %56
and Cutaffz by Region

Overall Results/Bszignments

| chack || tinchack |
Overall Pos/Hee [] Other
% PRA [] % Dancr PRA
Antibody [ Mew Antibady
[] Possible Epitope [] Amina Aeid Position

Epitope Analyziz Resultz

| Check | | LIncheck |
Antibody Specificity (REQUIRED for this eroup)

Tail Analy=iz Results

| Check | | Lincheck
[ Antibody Specificity (REQUIRED for this
[] Tail Analyzis Detailz:

TPAFP/FMATN, R Value, Average Score, &
Ihclugion, Strength Index

[] Manual Tail Azsignment

Test and Catalog Details

| Check | | Unchack
Bead ID or Test YWell (REGIUIRED for this
Test Walues: Rxn, Faw, Normalized, Gount
[] SFI Raw, SFI Mormal
Sero Specificity Sort by Sera Specifisi
fllele Specificity () ASG @ DESG

[ Cutoff Summary
Bead MFI Chart

CGREG Analysis Details: [] Raw Data Bazeline
TP, FM, Mean (Raw) of Pozitives [] Sort Antigen Using HLA Order
CREG Chart, Circle DS& [] Ren Score Sort Alphanumerically
| Check All | | Lincheck | | Save | | Deleta | | Cancel |

VERITAS




S

mll - 5R1F

P Antibody Custom Report

éSE;@M<»N1 /4 @ @ -
e 111 clas=1 202011111 IMain Report |
LABScreen
A A Bace TNatas
& Export Report x
1+ » PC » Desktop » software » Matchmaker v | O MatchmakerD125E 2 De
E2E v HLWTANS - [z - (7]
SIPVIS £ & " E50E &= $4%
B E7%r o BREE— RS DERUBYEEA. [ONET Unknorn 4213050/
EAER *
o DVDRW F347 (E) » W ~ | \\
A\Y
=2 D¥ * EJ:@/'\Q/J:DEUEJ \ ﬁl?b 135
03 #m-FEYZaT7) = E .
vor-L REFIIZEEFERNZTZERLI7IINEEAT
Matchmaker 03
251K Sonen
2# Dropbox (BR=£1 AUSA ;;;21
fa HwAHENUFA ;:293
HFEAREILAUFA - General [\
0
o rc g
B oATIIOR 0
[ Desktop v g
FrA AN |- 0
T74 L OTERE(T): | Crystal Reports (*.rpt) v o
_JPor Cp) N
A TaNS-0F#ZF Character Separated Values (CSV) (*.csv) El‘i@"‘lz
Microsoft Excel (97-2003) (*.xls) r T T —
Microsoft Excel (97-2003) Data-Only (*.xls) = + i
Microsoft Excel Workbook Data-Only ("xlsx) |
Microsoft Word (97-2003) (*.doc) ﬁw /"“1
Microsoft Word (97-2003) - Editable (*.rtf) \n
Rich Text Format (RTF) (*.rtf) &7
XML (*xml) l! o
I | I ' |
o L lo —
T = 1 ‘ 5103 —52 53
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IMSDOL— MDERR

B FPER P 1=k e 1 el e

iummary u

|

10

Patient Summary

Patient Custom

Antibody Screening/1D
Antibody Screening Results

V| Pl & ik

EH Sort Locus | Excl | 4 [5ss M DA o P 1=,

Antibody Custom

> |

X4
LABScreen |

Product Compare

FEATEIENSLN— MRIRIBIEBHTTHE

0 mmmmmmTT”TTTTTT.T.TTTTTTT
2 8 K 5 5 @3 B 8 8 F R ¥ % % B xZz ¥ OO 8B 39 % 3 8B B B E R & B Z2 B 2 L 5 B | @ 3o©=
B , & & & & & & H ST S EFTELE & e o
§ & Sy Sres8Ssgre FF S
O - =
R A &
&8 &
1 28868888, &, 85888 §, ., 8588
S &S s S s s & o - & P

SHENMSFUHBHLA Vol.2 HLATUAEE 55280

v

VERITAS




Single AntigenéSupplementDF —4D#EE A4

epEppellElr bl |l Sample%b\\lﬁlug;‘_gg)aj%ﬁén A5

Final Assigrnment [BS] D4g Manual New m -
:I Spec.
-]
] - ol S B
| © <csummary [ <) bl & gt
Other Ass | [Ccombie ] = ef — J[rmano] sotns |[sorcfous [od] Bew @ow SR ocnn[F
|

||:| More Test | Raw Data || Save»> || Confirm> |

/

E 0) |_ CO bl n e J IJ‘\J &) LABScreen Combinedfhnalysis B o x
Current Sample ID: || 111
| PatientID: fnalysis Date:[2018/03/04 ]~ [2021708/16 || Find | | WE-32 | | Quantiplex SecAb

Session MName Analysis Date FinalAssign W6-32  Quartiplex  Sec Ab Treatment

osition

RIDEEA IS LB HEE TS
T—=HICZEAND

AT DI Analyze [Z27UvIU. Xytz—
T EEDOOKZ Y

Mate : For Combined Analysis the sample must be saved. Only samples with white backeround can be selected for combined analvsis. Analvze Cancel

[T1cnn) 1C(19)
222 E 2 EE |2
£ £
Statistics
[BC: (o02) 12915 31
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VERITAS

T AN
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Single Antigen&Supplement®7—40%

Sample Dat:

|LIxeDefauIl| Overlay |

X6 v| Force sve

fae Al

> Pl 3 el

s [ o [FindAg | sortag || sortiocus [ Exd | Bow iona

<< Summary uq 4 111

- HMM-GL 01-0620-CAT-00

CREG - 0L

T —

g5 2

T T
5 &F B HS

Sample Dal
)

FYr=yem—

X6 v‘ Force +ve | Use Default | Overlay |

faa&

- HMM-C1 01-0820-CAT-00

GREG-0LI

~|B> Pl o3 ad

fEaUlT —YDERFRUVLA- OB N TEFEA

azd

I9E=

g

[N ANEAREARRRRARARRRRRAROR AR RRR s

MMWHWWW g

<< Summary uq q m

o || ‘FlndAg” Sort Ag ||SortLocus|E|{d| M cw [/ DHA

150
100111
50

[~=1
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N
i
il
&
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=
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I
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B —REDRIOT—H%ZIMNATR

—_— — — — g W et WS

Sample IDZfz(Patient IDHE—OD
- Dty 3> DFERNMIANRTR

[

&% Select Side By Side Analysis Sample X
A 0 9000000
N Sample Sample Date Patient D Session Catalog ID SecondaryAb Treatment ~
FL1-PG Patient 160 200908_L5M022_WGCO23-2_20200908_121005 LEMI12MNGE - ! L
- = = = = | <<Summary 4 q |ro-po ~ | Pl e
FL1-PC Patient 160 200908 5AT011_NCGO23-1_20200308_121417 LE1A04MNC =7 ‘Fl"ﬂAﬂ" P——— HSortLoculexd‘ Hon &oua sy
FL1-PG Patient 160 200908 LS1AD4011_NGO23- 1Mew_20200908_141854 LSTAD4NG |
E NS Attt et FL1-PC Patient 160 200908_LS1A04011_NCGO23-2New_20200908_1422419 LS 1A04NGC | x8 x6 |
FL1-PC Patient 160 200908 5A1011_NC023-2_20200908_121823 LE1A04MNG | AN, v I :I: “w —_—
FL1-PC Patient 160 200908 _LS2A01013_NCGO23-1New _20200908_142611 LS2A0THG | am 97)[/0 J‘yqjétz )d)%n%%\lll/\z ;E/I\
FL1-PC Patient 160 014_200908_LS2A01013_NGO23- 1Mew_20200908_142611  |LS2A0THNG |
FL1-PC Patient 160 200908_LS2A01013_NCO23-2New_20200908_142042 LS2A0THG |
FEESSSEE SRR SRR AR Patiet 160 200908 5A2013_NG023-1_20200908_122202 LS2ADING |
FL1-PC Patient 160 200908 5A2013_NCO23-2_20200908_122537 LS2A0THG |
. SH302 Patient 160 20190515QCWS_PRAT017_MNCO20_20190515_122659 LS1PRAMNC
T I
A SH302 Patient 160 2019051 5QCWS_Mix021_NCO20_20190515_122241 LEMIINGE 4
SH302 Patient 160 20190508 QCWS_LSM12021_MNCO20_20190608_152225 LEMIINGE
SH3102 Patient 160 201905150CWS_PRA2017_NCG020_20190515_122901 LS2PRAMNT AL, B S S BF & - Ly
& & T & E T
N - SH302 Patient 160 2019051 5QCWS_SP1004_NCO20_20190515_123044 LS1ASPO1
FE S S & “Qhﬁ‘ , 8 hﬁ? s, ., & F - &, side by Side Compare for Sample: SH3102
&R & & & SH3102 Patient 160 20190515QCWS_SAT011_NG020_20190515_123219 LS1AN4NG T
=l |[;ndag|exa daw [ ona Extops - I Czes 0817
Ee——
p<] X6 X4
Jererererrvo\‘OI\j BD
15000}
10000}
5000}~
A A em e e o
a5 a8 a2 33 3 23 [} T k2] Fil 8 17 16 T
A § & £ & & & & s & & & & & & F& & & F & & 5 5 T L Y & T S T EF S LS S S TS S LSS S
LA A A A A T R - A A
" - FST ST S S-S S S TS S S S S S S S-S T S S RSN S S S S S R 2 N S ]
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AMIRINA\DZE

Analyze Data Reports Data Sample Patient Info Profile Utilities Help Exit

DBEESADAEEARE

ol

Update Reference

¢/ Analysis Configuration Settings

VERITAS

— X
> AR?20m -
™
: Summar [ <20190116-986 v B P Catalog Template Association H LA FU S I 0 n . . . . . . .
= | [ Eind || enrt 8 || st [ Ex . .
Molecular Product Configuration > :
4000 Antibody Product
Antibody Product Configuration > Create Combined Products
X X6 y 9 Product Tvpe: I LABScreen Single fntigen R I
General Settings Set Default Negative Value
3000 . Set Mixed Product Configuration [ Threshold : 3~ < Bazeline ~ g
Products Selection : — DQA/DPA Tnclude
o Set Analysis Configuration Low Bead Count . [50\ | omeax [ou | e
20001 Validation > T SE— "
NS File Import NG Raw *: = \E
Switch User e RBES z<Aan E:L_' *j:J a TEdi
1000~ Swi Low PG #
witch Database H H
ool OINGle Antigen or PRA
0 H |_| |_| [ Neqgative Sample Criteria
L T 17T T T LI T 17T T 17T T TT T T T 17T T 17T UL LI LI T T LI LI LI LI LI T LI LI T
BN NOE BN T IR R I 38R ER5T 3RS0 88358R28R3 N3 202 BRERE3RBE"EE8T888¢ Mormal Value of First Bead < [] Sort Beads on Antigen
Mormal Value of Third Bead < D Digplay Graph Raw
Al 832883 an S8 Ul TTaB82 8 v F/ T 8 e [ 00 ot Donlay Warmie Weseosss
Swap Bead if MG iz higher than all Beads
Swap Bead if NG iz high
B = - o2 W o N — 5T o a Swap Bead if Low MG
T < = | 252 8BYTY 8¢
- d CREG - OLI
Enitooe - HMM Class10817 [] Get Max User Defined CutOff :
L1ass L lass U
XBl xal x2 Baseline 10000 | X8 S xe> |
Rato [F o xe> 1 xe>[ ]
-------------- FETEELO]EE o oL
=
I i 5 (& 1]- /. I AN d\%(tj DRE ctor Mormalization as Default
— — al in Epitope Analvsis
I I Use All Beads to Calculate Mean in Epitope Analysis
Show DMNA Made I:‘ Uze Active Formula for Match/Mismatch DSA Value
I *: Required Field | Recet 1o || Save || Cloce
o 0 07— w
w0 o O
(JJONE LAMBDA ® ® ®




BTSRRI DERTE

Analyze Data Reports Data Sample Patient Info Profile Utilities Help Exit

Qﬁé@ﬂ“ﬁ&&ﬂ A Update Reference > Aﬂ'?e@
5 I 20150116986 P Catalog Template Association
= |l Find | Gnrt A ent | F
£ o] o | = Molecular Product Configuration >
4000 " Antibody Product Configuration > Create Combined Products
General Settings Set Default Negative Value
3000} ) Set Mixed Product Configuration
Products Selection
Set Analysis Configuration
2000(-- Validation > NS File Import
Switch User
[ - Switch Database
, M0N0 DAARAAAARne .-
LS. e e e e e e B et B ey s
BRREREERN T "I RRACHE " RERRBREIACEEEERIT B RERB NS BRECEEREBER 5 SR
A Y088 YaaSB NSNS B =9 -
B 2 R S '3 2 BE 3 5B REe 5 Y52 389

ZEIHIUNTSTET

NCAEVPCIEREDBIRERE %
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& Analysis Configuration Settings

3 4% Analysis Configuration Settings

:

v

VERITAS

>

50

Antibody Product Antibody Product
Product Type: I L&BScreen Mixed i - Product Type: I LABScreen Single Antigen i £
" Gy Inelude
Low PO/:E ::::* EDD—I ] Show DNA Mode Threshold : Formula: |Ease|me v| g PRV fiels
Low Bead Gount *: 50 GREG *  |OLI | [Edit]
Min Bead Counts: NG Raw * 1600 Epitope:
low PG M50 | ] Display Graph Raw Low NG 3 *: 75 Class T [HMM Class1 0817 | [Edi]
Low PG *: [s00 [ Class Tt [HMM Class2 0817
(B 10 i izl Wi oz Low PG/NG Ratio # ff [2 [} Mz HMM Mica 0817 o
[ Swap Bead if MG is higher than all beads in sample Negative Sample Criteria
[ e— m‘m T
Position © Sample ¥ Comment BeadCnt  NC PC tio
DS:a 17(1,A3) LS-NC 100 30.4 14394.2 | 473.493
o 18(1.B3) 100 1290.91 | 12826.3 | 9.936
19(1.C3) MNC Raw ==1500. 100 1663.75 | 151393 | 9.1
N1 20(1,D3) 100 177.41 176441 | 99.454
21(1.E3) 100 217.87 149071 | 68 422
22(1,F3) 100 134592 | 140465 | 10.436
23(1.G3) 100 70243 17103.2 | 24 349
26(1.B4) MNC Raw ==1500. 100 3566.78 | 15428.6 |4.328
27(1.C4) Low Bead Count(46).NC Raw ==1500. 46 200717 443159 2154
28(1.04) Low Bead Count(23). 23 656.76 6153.18 | 9.341
29(1.E4) Low Bead Count{37).NC Raw ==1500. 37 1684067 [1813.67 |1.105
Low PC/MNC Ratio (< 2).
* : Required Field ResettoOLl ||  save || cose | * - Required Field ResettoOLl [[ Save ][ Close
oo TN




EpitopeDE~

P
DQA
ﬂ IEJDPAE'D'“ Epitope - HMM Glasa2 01T lE|
— &3 Epitope
® Al O Ab Verified O Other iCnsD [#] DMA Made [] Assien epitope when it is double clicked
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