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HLASLR DFE%E

A B C D DR DQ DP

Al B5 B49(21) Cw1l Dw1 DR1 DQ1 DPw1
A2 B7 B50(21) Cw2 Dw?2 DR103 DQ2 DPw2
A203 B703 B51(5) Cw3 Dw3 DR2 DQ3 DPw3
A210 B8 B5102 Cw4a Dw4 DR3 DQ4 DPw4
A3 B12 B5103 Cw5 Dw5 DR4 DQ5(1) DPw5
A9 B13 B52(5) Cw6 Dw6 DR5 DQ6(1) DPw6
A10 B14 B53 Cw?7 Dw?7 DR6 DQ7(3)
All B15 B54(22) CwS8 DwS8 DR7 DQ8(3)
Al1l9 B16 B55(22) Cw9(w3) Dw9 DRS8 DQ9(3)
A23(9) B17 B56(22) Cw1i0(w3) |Dw10 DR9
A24(9) B18 B57(17) Dw11i(w?7) |DR10O
A2403 B21 B58(17) Dw12 DR11(5)
A25(10) B22 B59 Dw13 DR12(5)
A26(10) B27 B60(40) Dw14 DR13(6)
A28 B2708 B61(40) Dw15 DR14(6)
A29(19) B35 B62(15) Dw16 DR1403
A30(19) B37 B63(15) Dw17(w?7) |DR1404
A31(19) B38(16) B64(14) Dw1i8(w6) |[DR15(2)
A32(19) B39(16) B65(14) Dw19(w6) |[DR16(2)
A33(19) B3901 B67 Dw20 DR17(3)
A34(10) B3902 B70 Dw21 DR18(3)
A36 B40 B71(70) Dw22
A43 B4005 B72(70) Dw23 DR51
A66(10) B41 B73 Dw24 DR52
A68(28) B42 B75(15) Dw25 DR53
A69(28) B44(12) B76(15) Dw26
A74(19) B45(12) B77(15)
A80 B46 B78

B47 B81

B48 B82

Bw4
Bw6
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Sheet1

		A		B				C		D		DR		DQ		DP

		A1		B5		B49(21)		Cw1		Dw1		DR1		DQ1		DPw1

		A2		B7		B50(21)		Cw2		Dw2		DR103		DQ2		DPw2

		A203		B703		B51(5)		Cw3		Dw3		DR2		DQ3		DPw3

		A210		B8		B5102		Cw4		Dw4		DR3		DQ4		DPw4

		A3		B12		B5103		Cw5		Dw5		DR4		DQ5(1)		DPw5

		A9		B13		B52(5)		Cw6		Dw6		DR5		DQ6(1)		DPw6

		A10		B14		B53		Cw7		Dw7		DR6		DQ7(3)

		A11		B15		B54(22)		Cw8		Dw8		DR7		DQ8(3)

		A19		B16		B55(22)		Cw9(w3)		Dw9		DR8		DQ9(3)

		A23(9)		B17		B56(22)		Cw10(w3)		Dw10		DR9

		A24(9)		B18		B57(17)				Dw11(w7)		DR10

		A2403		B21		B58(17)				Dw12		DR11(5)

		A25(10)		B22		B59				Dw13		DR12(5)

		A26(10)		B27		B60(40)				Dw14		DR13(6)

		A28		B2708		B61(40)				Dw15		DR14(6)

		A29(19)		B35		B62(15)				Dw16		DR1403

		A30(19)		B37		B63(15)				Dw17(w7)		DR1404

		A31(19)		B38(16)		B64(14)				Dw18(w6)		DR15(2)

		A32(19)		B39(16)		B65(14)				Dw19(w6)		DR16(2)

		A33(19)		B3901		B67				Dw20		DR17(3)

		A34(10)		B3902		B70				Dw21		DR18(3)

		A36		B40		B71(70)				Dw22

		A43		B4005		B72(70)				Dw23		DR51

		A66(10)		B41		B73				Dw24		DR52

		A68(28)		B42		B75(15)				Dw25		DR53

		A69(28)		B44(12)		B76(15)				Dw26

		A74(19)		B45(12)		B77(15)

		A80		B46		B78

				B47		B81

				B48		B82

						Bw4

						Bw6
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		Listing of all recognized serological and cellular HLA specificities

		A		B				C		D		DR

		A1		B5		BW44(12)		Cw1		Dw1		DR1

		A2		B7		BW45(12)		Cw2		Dw2		DR103

		A203		B8		BW46		Cw3		Dw3		DR2

		A210		B12		BW47		Cw4		Dw4		DR3

		A3		B13		BW48		Cw5		Dw5		DR4

		A9		B14		BW49(21)		Cw6		Dw6		DR5

		A10		B15		BW50(21)		Cw7		Dw7		DRW6

		A11		BW16		BW51(5)		Cw8		Dw8		DR7

		AW19		B17		BW52(5)				Dw9		DRW8

		AW23(9)		B18		BW53				Dw10		DRW9

		AW24(9)		BW21		BW54(22)				Dw11		DRW10

		A25(10)		BW22		BW55(22)				Dw12

		A26(10)		B27		BW56(22)

		A28		BW35		BW57(17)

		A29(19)		B37		BW58(17)

		A30(19)		BW38(16)		BW59

		A31(19)		BW39(16)		BW60(40)

		A32(19)		B40		BW61(40)

		A33(19)		BW41		BW62(15)

		A34(10)		BW42		BW63(15)

		A36

		A43				Bw4

						Bw6
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Product Description One Lambdao)’_l_\_'l'\/\o_:)cj: L) DataSheetséﬁry‘yD_P

Overview Product Documentation

Refine By:

[ Product Line Files
[ Product Inserts/Instructions For Use

[ Lot Specific Files
[ Certificate of Analysis

[ Product Sheets/Brochure
[] Reference Sheet/Tables
L1 sbs

[J Luminex Templates
[ Software Analysis Files
Worksheets/Datasheets

Product Lot/Software Version

Catalog Number

LS1A04 013 x
Language
English
1 Results found for LABScreen™ Single Antigen
MNofice: D ionality is optimized for IE 10 and above. Downloads are limited to 50 documents at a time. ‘ Download > ‘ O
w LABScreen Single Antigen (1) |
Download | Publish Date Title Type Catalog # Lot or Select
Version

9 05/13/2021 LABScreen Single Antigen HLA Class I - Combi, Lot 013 -  Worksheets/Datasheets LS1A04 013 O
Worksheet
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Fanel Typing *Hormallzed
Beads ID |Ag.ID| CelllD A B B T Background Valus
1 C MC MA
2 PC PC 17101
- G229 1 80 18 50 5] X G
o ST 1 20 8 45 4] X 7 G4
- . - E41074 1 Y] 2] 55 ] X i
ETOHEREICHAELT, - Z007 T | 24 | 35 | 62 | 5 | X 3
1BE—XIINC.2E | = E2934 2 24 | 54 | 87 | & X 7 54
E—XIZPCEED & G313 ] 3T | B2 | 6 | & | X X
¥ r E12E27T 3 Tl Fill A F Fi X 11
Bead | Antigen Molecular Typing
ID 1D A B C
1 NC N/A NI NI NiA NiA NIA
2 PC N/A NIA NIA NIA NIA NIA
3 C4966 A02:01 AT02:07 Br46:01 X ce01:02 X
4 E19109 A*01:01 AT23:01 B"49:01 B*55:01 C"03:03 CroT:01
5 G0142 A*11:02 AT24:02 B27:06 B*40:01 C*03:04 X
Bead ID | Antigen ID Molecular Typing Serological Typing *We/32 Results
1 NC MNA NIA 167
2 PC MNA MNIA 375
3 rAD101 A1 Al 22437
d rA0z201 A0z Al 22449
5 raf203 ATDZ203 AZ 9355
B rAD206 AT02:06 A2 21681
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e NCE—X
—HLARLEAABEEESLTULVELE—X

— EEHMIZIXRAERITIHIARIKR LS D2 N DB LEENTT
WEEIXtEaELS

— 1500 L DIZE T HEZRE
« PCE—X
— FFEINTENMgGIEEELTLSE—X
~- ZRPARD DT HEETH-OZRED LI EDIEELLS

- S00LL TG EIFBRE
7 Position * Sample v 2ystem m—— i ey NC PC PCNCRatio
| LABScreen@ﬁ*ﬁEE—iﬁ— B e . S
ST s il € acad
. MO oW . T .
31.CT) | Unknown3 oung * NG00 T 100  |2425 | 1552561 | 640.231
4{1D7) | Unknownd Lownd * PC:500LLE 100 073 | 1433348 | 196349
- PC/NCRatio:2 L E
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| | Find Ag | (] DNA

[r—

LABScreenD B E 4
e MinBead Cnt: 50LL_E
e NC:1500LLF

A * PC: SOOD,UZ MSES. 85 F 8 F &8
. e PC/NCRatio:2LE
; Bl & &5 .55 .8

= Statistics . .. . _Btatistics
~ ~ APC-{002) 14375._2 BOC-(002) 15525.€l1

Fet e selce ';@;;gﬁ;é NC- (001] 2425

Cw @ o |2 |& = |=
=
BC/AHNC: 6le.43 DC: [o0a) 2582562 PC/HC:-540_231
NC: (001) 24.25
PC/NC:€40.231 RB25 1 aQ 8535.5
RSEST 26 1 0 8771.7
Class 181 wic ne6 2 0 5943.8
—— ¥z 443.13 443.13 o
- Class| %4 583.25 59325 Cwls 1 0 5770.2
o (R Sk Computer Assignment Positive
NC: (001) 23.32 p g HE 1471.22 1471.22 Cw5 1 g 5274.7
pC/NC:  ElE.a3 ) _ 8 4255.24 429524 naz 1 7 5210.0
NC Threshold (CL1): o (50) Final Assignment ®) Positive ResultType: Default
—, (=0 - T R L34 2 0 4480.7
Cut-off Defsult Curzent I:l [] User Cutoff [ Locus Curoff CrRA
CL I +ve 1.5 15 O Undetermined ‘ peae | I—‘
CLI -ve 1.a% 1.as Formula Baseline ~ el
CL II +ve 1.5 1.5 (Svstem):
CL II -ve 1.2 1.2 Comments/ | 1
(System): Antigen |
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o FRIK (M;BEZHELR) 2 HiERLAR . EREIEFD
e 3=1[»(8,000g -10,000g C1077fE]) #& . BB DA%

o E—X5ulEtRIA200Z RS
o Y. Z=ER (20-25°C) TIRES LA D 5305 8] St

o EE NV ITFT—EMAED (1,3008x55 F1=1%1,5008x3%7)
e D)X BYELT  FSARILTYIR

o 100fEHFRLI=Z k% 100uld D0
Tl e YL, =B (20-25°C) THRES LA N300 8 KUt

o SNV IFT—EMAED (1,300gx55 F1=1%1,5008x3%)
e )XY  RSARILTIIR, BvELT
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— R D EEE
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—E=DE., PRIBLYRAZEIRT S
c FER
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WashBuffer® ;@ £ D 222 (LABScreen Mixed T —%445l) 3;

18
16
14
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[ A ]

350.00
300.00
250.00
200.00
150.00
100.00

50.00

0.00

Sample10DNBG RatioMD1{E

1 3 4 5 7 9 12 13 14 16 17 19 23 25 33 35 50 65 68 97

ENGB RT ENBG C

NCIM & DRaw Datad B

1 3 4 5 7 9 12 13 14 16 17 19 23 25 33 35 50 65 68 97

ERT mCOLD

Sample1MnMFID{E

2500
2000

1500

1000
500 I ‘
0 I I I I II - I - I- I I
1 3 4

5 7 9 12 13 14 16 17 19 23 25 33 35 50 65 68 97

EnMFLRT B nMFI_C

AT (4°C) & =B TIEXnMFI. NBG Ratiott(Z
ERODAMNSL
SREICKYEZEEZZITHDTEIZEILE
{£ D WashBuffer®{# FAZ {42
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e LABScreen Single AntigenMDiF &

Current |
Luminex FlexMAP 30/xPONENT - 42,1513.0 7 SN FM3DDTI231002 T [STAVI0A L5350 42
Session 1D 20170502 Q0WS2017 LS 1 ADS 009_20170502_123997 | Date: |2017/05/02 Samples: [
File Path [¥OLT FUSION¥data¥sess ion¥L ABScreen 201 70502 QCWS2017_LS 1A08_008_20 17050212338 Tcsv
Cataloe 1D : [L&1A08NC 16.008 00 v]  [NOM/Imet -
Quantiplex Beads {{none) ~| =] Apply WE-32
oSstemy A Secondary & B | Il \ I |
Pationt I brabei b i all I Check Control | [{import |[ Delete || Patient
| Wel Sample Sample Date Sample Treatment Sevle Dhte. | Secondany torine Ml s ot Patiert D First Name ’ Last Name Ehriciy etk
NGU16 - - =100 N - -
18(1,88) |Ad2901 - - ~[100 N - -
1W1.C3) | Ad2302 v v ~ 100 S - -
2001.08) | Ad2003 - - ~|100 | N = =
(LEH) | Ad2904 = = =
2 LABSCreen Check NS ==
Selected N5 [NGUTE Gatalog: LS TADENG 16_008_00

Default N5:

OLINS LS TA0NG 16 009_00 e

[ Selected NS I Default NS

Selected NS Raw

NC 36
pPC 20821

Count

WmﬁnNNﬂﬂRE:HﬂﬁnygHﬂsgﬁﬂg'qg§g!"gggmﬁﬂzﬂs‘mBﬂgnﬁgzmzEﬂﬂEhﬁﬂgﬂﬁRﬂﬂgmﬁmzﬂsﬁﬂmsmﬁgaﬂsgﬁmg

) Golumn Graph () Foint Graph [ Add Defaut NS | [ Print Soroen || Close

[iomesiaen

xP| | DatabaseName: | NewDatabase_20170601 |  |ver | 4.1.0

YERITAS
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NCIN;E DHESR 3;

° i = A
LABScreen Mixed D355 A—H—QCHIEELEL TRET—448

sion‘- 0000000 : == ﬁb\iﬁé'i~ /ﬁlﬁ**ﬂzb\q_-l_/\a)_-r Ae
== o M HYES

e LABScreen PRAClass I D&

m © Column Graph ) Point Graph Add Defauit NS_|[_Print Screen || Qose |
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HLA Fusion™ 1@1$0) NCE\_Z\‘b‘W-&L\O)—GNCIﬂ]}ﬁO)
o The raw value for NC bead is very low. You may use the NC Bead ﬁﬂ-ﬁ&%%miiﬁ-h\ ?

raw of the Background Megative Sample as the NC raw value, 9 r L \ L \ iJ %E*R

Replace MC Bead #0071 = 15.8 with NS Bead #0301 = 22.7 7 (@1$0) NC{_E h\NC-[m. 0)1 * L) 1&[]\
) H#L%Eméﬂiﬁ'o )

~ Y
BIADNCE—XDEINELD T, FEED
The raw value for MC bead is highYou may use the lowest » » —E

fluorescing bead as the Megative Control for this sample. t —Z 0) q:l 0) %1&[, \1 t%%*ﬁli d
The NC bead for the background sample will also use the
corresponding bead. i)

Replace NC Bead #0071 = 538.25 with Lowest Bead #068 = _[ﬂ]_ a",;
%iru F-oT NCILEDNCE—XLER
and Background NC Bead # 001 = 99.56 with Lowest Bead #068

= 281.867 L/g':' d 75\ ?

STULWNVZ 1 ER

[ELAY) LALAE (M)

HLA Fusion™

NCE —X{EAV1500% B A% TLY
The raw value for NC bead is high.You may use the lowest *ﬁ{$ 0) t — 1-5 75 é [m] L 6
o fluorescing bead as the Negative Control for this sample. I_ Z

The MNC bead for the background sample will also use the B A > \

corresponding bead. = ‘iﬁ L/ z s L

Replace * Bead #001 = 198059 w |t| Lowest Bead #031 =
650.65
and Background NC Bead # 001 = 73.31 with Bead #031 = 84.627

Bum 29
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Class I

Class II

BIEAVET Y W
NBG Ratio 274 e | "

cAD2542 D
[ZHBE—XIEH
L—RRELD

Class1&1l

.
e NBG Ratio®

Tlouz) s0se- 4l C It Assignment Positive ! me =

IC: (001) €05.51 EMLLE TS ‘ComputerAssignment Positive ComputerAssignment  Negative EE=E

5 =S

[NC Threshold (CLL): 50(50) Final Assignment @® Positive Final Assignment ® Ppositive Ay
[NC Threshold (CL2): §0(50) O Negative O Negative

Cut-off Default Current o o) & §
CL I +4ve 1.5 5.6 (O Undetermined Undetermined
CL I -we 1.2 s6.2
CL II 4ve 1.5 37.% — m— —
CL IT -wve 1.2 25.3 Comments/ NC Raw >=500.NC Raw >=500Adjusted Cutoff.

(System):

BIERUVBRIEDHYMA TIAVIEFEHTLETICEN T CENTEET
HEBRIEVIFD B ELEBRNRREINET N, FETEETEFT

30



NBG Ratio VERITAS

* NBG Ratio = Normalized Background Ratio

- EHAE

FRADFE —XE-REDNCE—X)
/INCIN;FDFE —X{E-NCILFEDNCE —X)

A

::'ead Class .;.::ple :.;mple :i::"g Iﬁéusr::ﬁo \Bﬂseline Rxn Count 51
001 |NC 809.91 |B09.81 |4067 |4067 [ 0 187
002 |PC 909441 |B09.91 |9873.95 4067 ||0.8528 180
003 |1 554542 |508.81 | 18577 4067 |[39.1396 | |a0g.41 1 151 | Al
003 |1 554542 |B09.91 | 18877 |40.67 |[39.1396 | pa0g.41 1 151 |al
M| 554542 |609.81 |16677 |4067 ||38.1396 | paos.et 1 151 | Al = -
004 |1 15660.4 |B09.91 |144.37 |40.67 |[145.1349 |Jesas7s |8 104 |a2 %@1$0)ﬁq:*ﬁ'@ﬁ0)€? “
oo Treosos Toaaor Trassr Taost |1 1500 Thiosers oo Jar AIRaw DatalzH) v
005 |1 14819.17|809.91 |192.34 (4067 | |93.8854 405753 |8 124 |a2 6&% = éhij—
005 |1 14819.17|608.91 |192.34 |4067 ||o36854  |Jaos7se |8 124 |AT R
005 |1 14819.17|809.91 |192.34 4067 ||936854 |Jeos7se |8 124 |42
007 |1 16885.34/608.91 |13565 4067 |[171.3383 ||s18044 |8 108 |az
007 |1 16885.34|609.91 |13586 |40.67 |[171.3383 ||818044 |8 08 |az
007 |1 16885.34|609.91 (13566 4067 |[171.3383 ||618044 |8 108 |al
008 |1 16417.99|609.91 |164.23 4067 |[127.9385 ||sssasz |8 15 |az2
008 |1 18417.99/800.91 |184.23 4067 |[127.9385 ||s88452 |8 "5 a2

31



5 7 ik 4

* NBG RatioD{EZ{ERALTHET S
_ B BEAVE A IIEU EDE —X N1 DO TLHAES
—EH - 2TOE—XHIEEHYMAELT

« DTSR DT R2DFNENFEHE/BEEHIET H=HD
Ig%—d_@—c MEZEDHIFEIZRAWGEWLTLIEESLA2HE
L)

 WYrATEDMHIRE(IEFZ 1.5, EH1.26%>THYET
M. YIrDTIAHILFEREETY
—hE(ZIHL T, BBk CTORET., BREZXHFELNLET
— Y IMMIDYMA HEZ2 DR ETESIDIHH>THYFET A LT
LE2DDEFRTETIDEIEIHYEEA

32



RERTHIER s

27| ClasI Clas: I

lllllIIIIIlllll
i e b T T

77 77 77 77 77 81 61 61 61 61 B4 B4 B4 6
- R -
@23 2

A @ ~ @ e e ) e e @ . © e = . - = w o @ @ - w ~ w ~ @ @ w w @ - w w w w @ DR SRS S D S DS Do g e s
=] B -] & & = & & =] <] & = = = 2 = = # ] ] <] 5 2 2 = = @ S e ] e e =] T aocodioawnonnna cn®a PEREREQ
B = = = © o @ @ IS = @ @ o - o - = = @ @ w @ w = @ - -4 = @ w @ = = = @ - o pR "' am Gt o ao ;o GO GG moon s oo
= & = ] = = = = = = @ 3 ] & @ = @ = @ = = = = Iy @ @ @ @ <] ] = @ 28 23 ERN BB IIRNT T BAN
B @ = @ @ @ @ = = N @ = @ @ - - @ - @ @ @ = = = = = o @ = = @ = = = @ @ @ pR '@ " r@g@eogagg ag a9 o@ac g

3 & & 3 = = & 3 B - = 3 2 o = = ] ] 2 2 i3 & & ] ] i3 = & @ @ S S S a3 @ = i3 [ i A EA R - I <

Bw @ @ @ @ @ @ @ - @ I Cl I 2 DA O AN ERNRNRO NN NGO & NN NN YDA G NN

1.8

1.6

0.

gl sas

77 77 77T 77 7 A1 81 A1 A4 A4 A4 A4 44 A5 A5 @5 A5 @5 a7 A7 A7 47 a7

33




(Bl s

| -

HIRADENDESE

Utilities > Antibody Product Configuration > Set Mixed Product

Configuration

Utilities | Help Exit

Update Reference » t&‘@@ Aﬁl

Catalog Template Association
Molecular Product Configuration ¥
[ Aoy Product Configuration |[[[3]  Create Combined Products sta and Catalos
General Settings Set Default Negative Value - B ‘
| | SetMised ProductConfiguration [
Products Selection Set Analysis Configuration
Validation ¥ NS File Impert M
Switch User Version 42.0.13925; created on 2018/03/14
Switch Database Selting us_english¥SAL_Latin1_General_CP1_CI_AS

| rutlit Log: N/A
| | ‘

EOEEMDBFHEET DT, Catalog IDLY
HA0O45 % ERL . NBG RatiofEZ EF 1.

&#&IZlsave IZHLET,
* HAOT CEICERBNANETT *

& Set Mixed Product Configuration X |
HLA Fusion~
Catalog 10! TSMI12NG 15,021.00 :.,
Class [
S T —
Megative Threstold
e —
Class I
Positive Threshold | (15
Negative Threshold | [12
Ne Threshold 50
MIG
I —
B H B
Ne T
SetOLiDefautt | || Save ||| Close
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VERITAS

AnalyzeDaData Sample PatientInfo  Prefile  Utilities Help Exit

PHROESEAEEA & F L E Y R EE

4

Patient  Generic Typing LABType  MicroSSP Generic Antibody | LABScreen | Specialty  Statistical — Miscellanecus
Patientor [~ |E| Sample Summary | |__LsM Details | |E|
LA LSM Summary By- C
semors | =] 10
Batch: |¢ |E| LSM Detail
Session It 200907_LSMO022_NC023_20200907_124154
o | * p El Casloe  LSMIINC23_032_00

NSSample  C
Backsroud Vahues
WS 12121 007 13231 008 12979 013 11474 018 12836 0¥ 12909 041 12349 043 13308 05 1333 059 12636
061 12884 062 14313 0% 92 081 10918 08 107 084 6602 096 955 088 908 00 3009 NC 1147
PC 1212247

Class I  Positive Cutoff, 1.5 Negative Cuoff, 12 NC Threshold: 30 ClassT  Sensitivig/MFT: 0

Class T Positive Cutoff; 1.5 Negative Cuoff; 12 NCThreshold: 30 ClassIT  Sensitivig/MFL: 0
asic  Positive Cuoff; 1.5 NegativeCuwoff. 12 NCThreshold: 30

HNA Sensitivig/ MFL: 0
Local IDx

Patient ID: Patient Name:

Status Tra nt T

—
Class I Class IT

Overal Bead Result  RawData Rati Count Overal Bead Resut  RawData Rati Count Sample Date
2(LBUFL1-64 Positive 005 Positive 8315 1621 112 Positive 078 Undetermind 9578 149 157 NC 2116 168
007 Posite 9776 1913 192 081 Positive 23202 422 163 BPC 027836 148
008 Posite 62227 1202 147 083 MNemtive 514 0. 155 PCINC Ratio 4385
013 Posithe 84577 1657 101 084 Positive 13778 233 132
01§ Positve 95122 1860 100 096 Megstwe 753 109 151

Positive
Positive 70383
Positive 885.08
033 Pesitive 7068 1371 197
038 Pesitive 69843 135 142
061 Pesitive 65073 1158 13
Positive 94217
MIC

77582

Result RawData
Wegative 099 MNagstive 2483 0.07 147
Magative 22.72 0.03 170

11 2z, 2020

£ TNHE—XMNBG RatioPE—X
AOUEDENRREINSD

11

11 g2/ enz0 HL AFusion™4.4013925 Pagzl ofl
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AnalyzeData Data Sample PatientInfo Profile LUtilities Help Exit

CROSAGAREEA #EFELEY L

Patient  Generic Typing LABType  Micro55P  Generic Antibody | LABScreen | Specialty  Statistic
L5M Details
Paientor [ = | Sample Summary o |
Donor ID: LSM Summary | .
Session: |t | EI [ = . -
Wl [ILSM'S ”
Batch: | = | EI ;“IEl ummary Approved By Date:
3 Sesiond  200907_LSM022_NC023_20200907_124154
St | * [l _ Cat,
CataleID:  LSMI2ZNC23 022_00
NS Sample T
Backzround Values
005 12121 007 13231 008 12079 013 11474 018 12836 030 12909 041 12349 043 13309 083 133 08 1269
061 12884 06 14313 07 92 081 10923 083 10738 084 662 0% 953 0% 906 100 9009 NC 11476
PC 1212247
Class]  PositivaCutoff: 1.5 NegativeCuoff: 12 NCThreshold 30 ClassT  Sensitivig!MFL: 0
ClassII  PositiveCutoff: 1.5 NegativeCuoff, 12 NCThreshold 30 ClassIl  Sensitivig/ MFL: 0
MIC Positive Catoff 1.5 Negative Cutofi; 12 NC Threshold 30
HNA  Senmsitivi/MFL 0
FeeeNC—= o PCe—
[WellPosition] Sample ID Clas]  ChssIl  MIC Raw  Count Raw  Comnt PONC
2(LBUIFL1-64 Positive  Posithe  Nazative 2116 168 92783 148 4383
PatiendD: Patient Nama
Sec. Ab: Treatment
Saved By: 11 Saved Daie: 11 2z, 2020
Confirmad By Confirmed Date: Sample Date
Comment:
User Comment
S E/EEDERDARTEIND
=
B’ﬂ_ / ZEDFERD I~
: T.T
L1122, 2 HLA Fusion™ 44013925 Page1 of1 36
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—_
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OO0 Mnm; OO0 o e )
LI T LN N (N N A A Y Y Y Y O B T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T
S 2§ E " 58S s <8 3IE g =3 EE3c ¥ E8H S E %A E SS9 F 9 ¥ I E s L REE ST EFEE Y EIFE G HEEHEE T EZIE SR EAR A=
—
CESFET: s F o 0o 5 06 500000 0 B0 Fo o 6o o6 s a0 0 o E e o e ooa 0 s Foe s o000 e s B S BEY. EEFE
FELEFEET & & = & & 4 & & 'K T TEE FESSH
Bl . 8,8, 855, , gFresefass, S S, SF, 58X E s EIEF IS SE, &, o oo 0 BT o o F 20000506305 0
& & & F & FFTEETL L FEF o L FEFEEEH LTSS @ “ # o F F £
-
7 L IVIEHR, CREG
& & & & L E S L & £ & & & & &
[Saciro) 1C(19) 1c [ ac [ sc [ 7c [ ac [ 12c Bwé | Bwé
= = s B s B : s E B e & = s EEEE S EEE =
Sias : : I :
:{002) 5€21.8 s - xe %6 | m s . — \
NC:(001) 45.4 pec.  >= < ean (Ba. . . Final Assigrment [BEB] DAg Manual New
PC/NC:123.828 554 1 0 15959.18
85A:22 a2 3 o 1s81s. > | | Spec.
Cutoff  OLI Cuzzent N —
Xz 132.97 2.97 838 1 o 15892 X 61‘ _I:a) 2] \% g.’ N I~ o i‘ 'uiﬁilﬁﬂﬁ
xa 33382 382 B55 1 a 14998, Ll
XE 27€4.€8 €4.€8 B5S 1 a 14336.6%
*8 4z04.81 Caets a69 1 0 13036.98
ResultType: Default
i Antigen \ nes z 0 12480.39 b [~ =T
~ Assign -ve
Cutaff
| = User L:ujscubnﬂ
Fol jJ“/ F#71§§Es ey || ‘LDwNCRawW\uE Use all beads to calculate mean in Epitope Analysis. e | ‘cumm
[ More Test —
PC[NC tigen | ‘::g:me | 7' Raw Data lsave>> Confirm>
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EZf o o 5 0o 6 6 a6 000000506066 96a0caon o
- = - —_ spE
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° e —
ELTLR—FICRRShET
S 55 5 aco000000030053906606a9600000000¢ s o oo oo &5
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v i
[ 1cio 1C(19) 1c | 2¢ | sc | sc | 12c Bw4 | Bwb
EEEEEEEEE P EEE R EEE EEEEFEEE EEEEEEEEEEEEEERE E cEEEEEEEEEREEEEEEEE EEEEEEEEEREEEE
= = = (= = [= = [= = [ [& = = = = (= == = (& = == |7
psct:a(toiusz?izl.a ’ . — - = AbAssignment  Epitope Assignment
NC:(001) 45.4 Spec.  >= Xé < X6 Mean(Ba... ‘ Final Assignment [BEE| DAg Wanual New [m|[T
PC/NC:123_828 854 1 0 15959.18
SSR:22 a2 3 0 1sEls.4 fooec.
Covofs  OLT Currene
X2 132.97 132.37 B33 B o 15692
xa 333.02 23382 B55 1 o 14998.2
HE& 2764.€8 2764 .€8 BSS 1 o 14336.69
*8 4z204.81 4z204.81 nE9 1 0 13036.98 \
ResultType: Default
Excladed Antigen nes 2 0 12480.3% I ” < ” o
[ user Cutoff [ Locus Cutoff - > 4 =i
r =
Formula Baselne “ = I\ |an NC Raw Value. Use all beads to J Other Assignment: | | ‘Combine |

rotigen | ol I RORPIZHZHLD%EETE L HTAssign | O Ve Tes [ pata | m»[ ——
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nMFI&IE

Vv

VERITAS
* nMFI = normalized Mean Fluorescence Intensity
TI&Tri d DEZE ELTIER
— LABScreen Trimmed MeanU){E2nMFI x
* HLA Fusion_E TldBaseline&L TR
' Bead (
1c(10) 1c(19) 1c Gead  Sample  Sample LSS LNS(" aseiine |25
% A B ,E EIER S ,‘% 001 |89 892 100 |100 |lo 1 NC 1
= 1 = = 002 |12587.08 |892 12066 100 |0 s |pC 1
Statistics
DC- (002) 1258708 003 |2170626 |892 93 100 |[|2160734 |F166 |8 1
HC-i{0ol) =.32 004 63.58 892 85 100 59.95 d03 | 1
e 05 5132 8% 73 [100 ||e24 lee |1 1
cutefs  OLI current 006 |9156 892 113|100 ||e964 dos |1 1
X2 1080.7 10807 007 3235 892 20 100 ||23.43 FEEE 1
X4 1020.7 los0.7 008 670576 (592 64 100 659684 |MN7454|8 1
xe 1E3l 1e3l 008 |538077 |82 162|100 ||s2se85 |d1e |8 1
¥Xae 499¢_.01 499 _01
s T 010 |12402.76 |8.92 147|100 ||1234684 [dssss [ 1
Excluded Antigen 011 109798 |8492 118 100 10854.88 | J061.14|8 1
| £ ! L [ Locus Cutoff
Famul{ Ba=zeline v Comments/
i (System):

o]
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« FTER
nMFl=(BADEKE —X{E-RAEDNCE—X) —
(NCIL;ED & E—X{E - NCIL;FEDNCE—X)

/r

Bead Sample Sample LSHS LSHS . HBG

D Raww HC Raw HC R e e A B
077 17210.08 |319.22 15532 |21.77 17357.31 | a 142
0zs 16957.76 |319.22 2486 |21.77 168575.45 |h3.63 a 140

A ]

ZIADEBE —XE-RIEKDNCE—X)
S(BBRIKIZETHN\VITIURBRE)

« (NCI;EDRE—X1E - NCII;EDNCE —X)

S(BE—XDN\VITSURBFRE)

* (
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HurATEDE TS Y

TREDFIERTHYN ZEDEENTEEY

& HLA Fusion™
Analyze Data Reports Data Sample Patient Info Profilef Utilities | Help Exit

Q &ggla-ﬁ&¢@ Update Reference >’ ﬁ-?@@

~ : Summar|< €8H31 o B Pl & Catalog Template Association
| Find || @art an || cart | Fx

Molecular Product Confiquration >

General Settings Set Default Negative Value
Set Mixed Product Configuration

X8
15000 -
o seeeer - [ethnalys Configuation]
10000 |-t ‘ || Validation b e S

NS File Import

Switch User
5000

Switch Database

T —

Utilities = Antibody Product Configuration

—>Set Analysis ConfigurationD BIZ1) w4

45



HurATEDE TS Yy

& Analysis Configuration Settings

- X
HLA Fusion~ 9000 04¢

Antibody Product
Praduct Type:l | ABScreen Sinﬁle F\ntiien | I

Threshaold : For miula:

Cw Ihclude
[] paa/oprA

Product TypeldLABScreen Single AntigenZ ¥R

o e FormulaldUser Cutoff(Baseline)Z R

Locus Specific Cutff (Baseline)
. Locus Specific CutOff (Raw Data)
Low PC/NG Ratio * |2 Locys Specific GutOff {Ratio)

‘ Yy Analysis Configuration Settings — X
HLA Fusion- (X N XN

Antibody Product MM

Product Type: | LABScreen Single Antigen v

Threshold Formula: | User CutQff {Bassline) ~ Gl

[[] poa/opa Include

s T ThresholdI x6 1 LA E D514 TT DT, [X6>1 D1
e IZHYRAIHED A HZELTEEL

Negative Sample Critena
S G ERIASSR T . GRIAYSZA I OADETYT
[] Do Mot Display Warning Messages

Swap Bead if MO is higher than all Beads
Swap Bead if NG is high

Swap Bead if Low NG

[(x81~Ix2 | DETHIERIZHIEZ A HLGELE
| — BRENTEEFHA

Rat x6>l | xex |

l” ——— BEDODANTETE., saveZ L TREFELEFT

Hide Tail Analysis Window Use Mean of Normal in Epitope Analysis
[ Exclude Patient Typing [] Use All Beads ta Galculate Mear in Epitope Analysis
[[] Show DA Made [] Use Active Farmula for Match/Mismatch DS Walue

*: Fenuied Fild Reset tn [
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seneric Typing  LABType

Data Sample

&L E R S8 A # B

Generic Antibedy | LABScreen  Specialty  Statistical  Miscellanecus My Favorite  Tools

Patient Info  Profile

MicroSSP

Utilities Help  Exit

ST RS

| I Antibody Custom I

Antibody Screening/ldentification
Antibody Screening Results
Single Antigen Report

[] 1Sample Per Report

PatientlD |

ASC " | View Report || Export Report
i ReportOptions

4% Custom Antibody Screening Report Setup

B HLA Fusio

Tvpe or enter the report name*:

o0ov0e®OG®O

‘LRBScreen

~

[] Lab Information
Fatient Information

atient ID, Mame (REQUIRED for this eraup)
[ Praject Type

s8N

Ethnicity, DOB, Gender

[] Disease, Status, Bload, Transplant Type

[] Address. Phone. Email

[ Spouse, Emg. Contact, Emplayer

[] DGN, Hospital, Division
[] UNOS CPRA

Donar Info

Molecular Typing
ntibody Assignment
Match / Mismatch

Add MFI Bazeline
ceptable Antigens
hacceptable Antigens
M DFC ETKAS DFG

Unacceptable Epitopes

Sero Typing

Sample Information

Sample ID (REGUIRED) [] Barcode
[] System Comments [] User Gommerits
[ Sample Source [ Dilution Factor

Sesgion Infarmation

[] Session ID/Date (REQUIRED for this eroup)

[ Luminex Infa

[[] Sessian Details: Gatalog ID, Locus Type,
Test Position, Date, NS Sample

[] More Tests and Tests Remarks

[ Quantiplex/SFI

Test Gonfiguration

] User Settines:
Excluded Antigens, Positive Region
Threshold, Normalization Formula, &llele
Level

NG and PG Walues, % FRA —or— 858
and Gutotis by Region

Owerall Results/Assignments

Overall Pos/Nee
% PRA

Antibody
Possible Epitope

Donor PRA
lew Antibody
[ &mino Acid Position

Epitope Analvsis Results

Antibody Specificity (REQUIRED for this eroup)

Tail Analysiz Results
D Antibody Speciticity (REQUIRED for this
[] Tail Analysis Details:

TP/FPAFMATH, R Value, Average Scare, §
Inclusion, Streneth Tndex

[ Manual Tail Assignment

Test and Catalog Details
Bead ID or Test Well (REQUIRED for this
Test Walues: Fxn, Raw, Mormalized, Count
[[] SFI Raw, SFI Normal
Sero Specificity
Allele Specificity

Sort by:  Bead I ~
@® asc O DESG

[] Gutoff Summary
Bead MFI Ghart

YERITAS

GREG Analysis Details: [] Raw Data Baseline

TP, FN, Mean (Raw) of Positives [] Sort Antigen Using HLA Order
GREG Chart, Gircle D34 [] Pxn Score Sort Alphanumerically
Check Al | [UncheckAl] [ Save | [ Delete | [ Canca
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—______ Gpechim._.otA . IF . IN| Mean (Raw) of Positives
Class I B78 2 0 9130869
B3l 3 0 84733
Bi6 1 ] B379.76
B&2 1 2 827306
B71 2 1 T649 31
B33 4 0 . N S sl ==
B32 3 0 HLA Fusionh x6 L E EFITELT=
E71 2 [} S —
B30 1 1 EARR
Bi3 2 o] 5 -
A3 5 1 430741
B73 3 0 400122
EBl18§ 4 0 333552
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Single Antigen&Supplement® T—42 NS m\u:s

‘PERPEEEEEEIrEFEEEEEEREEREEEEREREL | | | |

Ab Assignment  Epitope Assignment

Final Assigoment [B8l DAg Manual New m T

Sample&a MEILT—2DAHEE AR

| D UoreTest ['paw pata | saves> || confirm> |

o E T o e —@ w2 e e

W6-32  CQuantiplex  Sec Ab Treatment

\\\\\\
B EoE T E R

Elld)l_lﬁb\_LEJ:b\éf_&b‘f‘ &%%
F—AIZA% AN JRE—

E‘F D Analyze £ 751, 4
“EEG)OK’&’J'J‘J’J

Note : For Gombined Analysis the sample must be saved. Only samples with white backeround can be selected for combined analysis.
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o[ o [Fnd Ag || sortag ][ sort Locus | | ow [ DA e %6 | Force +ve [ Use Defauit | overlay |
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<<<<<<< y [ v o] Sample Dat
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e
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HEZEEZEE Ba*HE3838%
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LABScreen Single Antigen ExPlex

-

27 [Fndag | sortag |[ sortLocus [ Exd | Eow Houa

YERITAS

30000,

X6 x4 x2

15000

10000

A 0D 008GE0930G66006a0000066d/9300660066009000 6
¥
B PP P DI £ S A
¥ L & FEEFE ¥ EEEES
=y i
LABScan3D I\ 2=
« . | LABScan =X o
— 73 — — d: Ng
— — AN ANAS
T L3 TI<"T A A
5 o8 o8 SRS ENEENDS & P
Blleco00a000a o + S L, s S SE S8 F SESEFETES &Y F SEEESIES 85
2 — =
71N bA E
[“1cg) [ acny 1c [ sc [ 12c Bwd | Bwb
EBEEEEEEEEL’EEEBBB%’BBEBEEEEEEEEEEEEEEE“EEEEEEEEEE“’“’EEEEEEEEEEEEEEEE“’“’“’EEEEWEEEE
BEEEEEEEEE ] 5 |E EEEE EEEEEEEE EEE E E EEE E G E RELES EEEEEEEE EE [ EEEEE EEEEEIEE B EEE
& = clicl cllc) el cllclc = £ = S EEE B s EE B =
Statistics Epitope Analysis Results = AbAssignment  Epitope Assignment
PC:{002) 14329 €5 _ - P
:(001) 139.4¢€ Spec. >= X6 < X6 HMean(Ba... Final Assignment [BES]DAg Manual New [m][x
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