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C#0LI FUSION¥data¥catalos | Select Al | | Import Catalog
Last Update Date: Mow 04, 2020

Auto Update
5o to DLT




A0 IT7AIVEIERRKIZTH-1 o

Analyze Data Reports Data Sample PatientInfo Profile Utilities Help Exit

RO LSDRQREE A & FA Y E LA % L
HL [

% AB20®

Uodated Caaai . Data and
Last #of #of Tests Recent Session | gy Equivalent: 3.39.0/20200anuary: ~
mported on 2020/04/24 v
2020/09/15 63 567 2020/10/28
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Catalog ID Locus Type | NOM Date Update Date Import Date
LS1AD4CQ13NST_010_00 Single Class 1| (Null) 201903201612 | 201909/30 15:14
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LS1A04NC19_010_00 Single Class | |(Null) 1 2019/01/25 1519 2019/01/25 1519
LS1A04NC15_011_00 LABScreen Single Class | |(Null) 1 2019/01/25 15:19 2019/01/25 15:19
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LABScreen Lumines FlexMAF S07xPONENT - 42.1513.0 7 S FMED0TIZET002 | Template [E52AD10T3 L5304
Session ID 201905 1500w SAR 13 NCI20 201005 16_128580 | Data: | 2019706715 Samples: (7
Include Imparted !
O P File Path . SA2013_ NCO20_ 20180515 123530 v
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Set empt: Bt Secondary Apply i
Opgient [ fnabsis  #6 Uigel I Check Control ! imoort | octete || Patient ][ Close |
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PC 10587 109
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DF1.0P10.DPT

Class Il

Session: 20190515QCWS_SA2013_NCO20_20180515_123530  Catalog: LS2ADTHC20_012_01
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Epitope Test

Field Chooser
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Analysis
Date

Analysis
User

Session Date: 202011115 Luminex: xPONENT/FlexMAF 3D -

Win lass Il

DF13,DP14,0P

DP1,0P11,0P1
DP18.DF13,0F

DP18,DF13,DF
.DF3.DP4,DF5,

DG5.0GE DRI
DR11,DR12,DR]

DQ2,0Q4,0Q5
Q6,DR52

DF11,0F15,0F]
DR4.0R51.0RS
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Analvsis User
GCatalog

Clasz [ Suegested
Clazs I ¥PRA / %54
Glags DI+/~
Class I Donor PRA
Clazz I Epitope
Clagz I Final
Glass I Tail
Confim Date
Caonfirm User
Dilution Factor
Edit

Family

First Mame

Lazt Mame
LaczallD
LocusTvpe

Min BeadCnt
More Test

[l

Mew fntibody

BesdCnt MG PC PCMCRatio F{B‘Dr Secondaryb Eg;t{i’orr
100 5553 | 10587.35 | 190.146
[ |00 4069 | 908531 | 223281
100 2 12406.45 | 387.702
| 100 54633 | 16753.18 | 30.662
100 3115 | 948919 | 304629
| 100 265 | 836894 | 334677
100 5704 | 1016125 | 178.143

HE

Min Bead Cnt : 50LL_E

NC: 1500LLF
PC:500LL E
PC/NCRatio : 2L E
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HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Megative Sample as the NC raw value,

Replace NC Bead #0071 = 158 with NS Bead #0001 = 2277

L)

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Megative Contral for this sample.
The NC bead for the background sample will also use the

corresponding bead.

Replace NC Bead #0071 = 538.25 with Lowest Bead #068 =

201.95

and Background NC Bead #

= 281.867

L

001 = 99.56 with Lowest Bead #068

LALLE (M)

HLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Megative Control for this sample.
The MC bead for the background sample will also use the

corresponding bead.

ReplaclNE Bead #0071 = 'ISEC-.SSIwith Lowest Bead #0371 =

650,65

and Background MC Bead # 001 = 73.31 with Bead #031 = B4.627
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Update Reference >

Catalog Template Association

Molecular Product Configuration >
Antibody Product Configuration >

General Settings

Products Selection

Validatian S

fgpoe

Create Combined Products
Set Default Negative Value
Set Mixed Product Configuration
Set Analysis Configuration

& Analysis Configuration Settings

- X

Antibody Product
Product Type: I L&BScreen Mixed i £

Low PC/NG Ratioe | |2 ] Show DNA Mode
NG R
Min Bead Gounte:
low PG M50 | ] Display Graph Raw

[1 Do not dizplay Warnine Meszages

[ Swap Bead if MG iz high

[ Swap Bead if MG is higher than all beads in sample

[ Set Max Scale

Hn

[ Display HNA tab

*: Required Fild

E LAMBDA ® 8 ®

Reset to OLI H Save || Close

NCIEXOPCIELRE DB RERES

LES SN TEET

4% Analysis Configuration Settings

Antibody Product
Product Type: | LABScreen Single Antigen i ~

Threshold : Formula: |Ease|ine v| (%)@ el

bl DRASDPA hclude
Low Bead Gount *: 50 GREG *  |OLI | [Edit]
NG Raw * 1500 Epitope:
Lowr NG % *: 75 Glass I HMM Class1 0817 | [Edit]
Low PG *: [s00 [ Class Tt [HMM Class2 0817
Low PG/MG Ratio # J [2 [} Mca HMM Mica 0817 -

Negative Sample Criteria
Mot mal Value of First Bead <
Mormal Walue of Third Bead <

[ Sort Beads on Antigen
[ Display Graph Raw

[ Do Mot Display Warning Messages
[ Swap Bead if MG is higher than all Beads
O Swap Bead if MG iz high
[ Swap Bead if Low NG

User Defined CulOff -
[ Set Max Scale Clazs 1 Glass T
Baseline [10000 | e [ | xee= | |
rto [ | e | | e | |
Xa»= | | Xa== | |
Raw [To000 |
e | | e | |

[0 Auto Accept All

[¥] Hide Tail Anakesis Window
[ Exclude Patient Typing

[l Show DMA Made

[ Use WE-32/F.J Factor Mormalization as Default

[w] Use Mean of Mormal in Epitope Analysis

[l Use All Beads to Galculate Mean in Epitope Analysis
[ Use Active Formula for Match/Mismatch D34 Value

# - Required Field Reset to OLI || Save || Close
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S Update Reference m XD

B bl Catalog Template Association
nri Fw

Molecular Product Configuration > _
5 5 . ) &) Analysis Configuration Settings - hed
Antibody Product Configuration > Create Combined Products |
i@
General Settings Set Default Negative Value . . @ . ‘ @ .
""""""""""" . Set Mixed Product Configuration
Products Selection : : : fintibody Product MM
Set Analysis Configuration _
- - Product Type: I LABScreen Single Antigen I ~
---------------------- Validation > "
NS File Import
Switch User Threshold : X6~ Formula: | User CutOff {Baseline) ~ 2 G islce E
i [l DOA/DPA holude
______________________ Bazeling
Switch Database Low Bead Gount % |50 Mixed Lormala I | g | 0
NG R *: 1500 v
o Lowe NG & *: 5 M Clage1 0817« it]
'_IH_I‘IIIIIIIIIIIIIIIIIIIII\\ Lzer Cutf (Ratiol ass Edit
S I3 o r RS NgEIsERoYEINgRezER Low PC % 500 Locus Specific CutOff (Baseline)  IMM Class2 0817 o
X Locus Specific CutQff (Raw Data) =
Low PGANG Ratio |2 Locus Specific GutOff {Ratio) bk Mica 0817 -
T T T T T T T T T T T T T S T S S S S -~ R S S B S B B R I Negative Sample Criteria
Normal Walue of First Bead < O Sort Beads on Antieen
. 3
Marmal Walue of Third Bead < [ Display Graph Raw
ot B o % IEI“-—G v (gj) et E ! %5 ! % EReS '})r 'ng ! B 'ggg ! %8' [ Do Mot Display Warning Mescazes
[ Swap Bead if NG is higher than all Beads
[ Swap Bead if NG is high
[ Swap Bead if Low MG
User Defined CutOff -
[ Set Max Scale Clagz I Clags IT
Bazeline |IUUDU K== (3000 Xg== (3000
= (1000 =
-
X4 == [B00 X4 5=
Row  [f0000
x2-- [0 X2
[ Auta Accept All [ Use W6-32/FJ Factor Mormalization as Default E
[l Hide Tail Analysis Window [l Use Mean of Mormal in Epitope Analysis
[ Exclude Patient Typing [¥] Uze &ll Beads to Galculate Mean in Epitope Analysis ,
[l Show DNA Mode [ Use Active Formula for Match/Mismatch DSA Value
* : Required Field Reset to OLI | | Save | | Close
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= Mol lar Preduct Configurati » GREG - HI Glass 1
bl_]_ FrecHian Mk entiguration CREG-oU _ Positive Threshold |],5 |
Create Combined Products Negative Treshald | [12 |
o General Settings Set Default Negative Value Me Threshold [50 |
. Products Selection Set Analysis Configuration s T
Validation by MS File Import Fasitive Threshald |],5 |
) Megative Threshald |I.2 |
SRl Ne Threshold [50 |
Switch Database
I
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ELf - Update Reference & ?2 60w

B bl Catalog Template Association

nri Fw ) .
Molecular Product Configuration >
Antibody Product Configuration > Create Combined Products
General Settings Set Default Negative Value _ %
""""""""""" Set Mixed Product Configuration
Products Selecton Product Conl 000000
Set Analysis Configuration
---------------------- Validation > "
NS FIIE‘ Imp0r1 1  Antibody Product M
SWItCh User Product Type: I L&BScreen Single Antigen I ~
""""""""""" Switch Database |
Threshold : | %~ Formula: |Locus Specific CGutOff (Bazseline OW el el
0 | Fasole DOA/DPA Iclude
xXEel ormula
||||’|T’_|‘IT|'_|H_|"T"_|"_|'||||||||||||||||||\\|\\\|\\|||| Low Bead Gount *: |50 Ratio Scoring - ~ | IR
bl e = T R R i J e i = B = = R T e B I S - T - T T e T S e M - = T o T -} NG Raw #: 1500 Raw Data .
o e r®dx®osmbesob®ddTERmE0H -5 O 0w B M ®E NS D oM o = 8 User CutOH (Baseline)
Law NG & * 75 Liser GutCft (Raw Data) Mh Glass! 0917~ | TR
Low PG * it Class2 0817
y Setup Cutoff — O XK v Low PG/NG Ratio * otz Spee fiz. CutOff (Ratin MM Mica 0817~
. . @ . . ® \{‘5‘3} Megative Sample Criteria
=
et Normal Walue of First Bead < |:| Sort Beads on Antigen
v 38 Mormal Value of Third Bead < [[] Display Graph Raw
Data Type azelin I:‘ Da Mot Display Warning Meczages
A fo [ L Specific Gutoff: R
I Setup Mame |zample Vl (Mo special characters; best keep within 50 characters) Swap Bead if NC iz higher than all Beads aeusspeslietiel, VB rEa
Swap Bead if NG iz high
Dezcription Swap Bead if Low MG
[] Bt Max User Defined CutOff :
L1335 1 L1ass UL
A B © DR DQA/DQB DPA/DPB MICA/MICB] | Bassline  [10000 ] xe>____1 x|
) (i 16000 13000 15000 | [10000 | [1z000 | [i5000 | 3 Rato B | X6> x6= |
X6 (10000 | [15000 | [s000 | [1o00a | [s7m0 | [10000 | [roooa | B | Xas= | x4 ]
x4p= 0 | [5oo0 | [5u00 [ | [son0 | [s000 | [s000 | X2 2= X2 »>=
)(2 (= oo | |2000 | |SDDD | |SDDD | |2000 | |2000 | |ZDDD | ] I:‘ Auto Aoocept All I:‘ Usze W6-32/FJ Factor Normalization as Default
Hide Tail Analysis Window Lse Mean of Marmal in Epitope Analysis
Thres Dl‘dﬂ b #h A A A A hs A A A A A A I:‘ Exclude Patient Tvping Use All Beads to Calculate Mean in Epitope Analysis
|:| Show DNA Mode I:‘ Use Active Formula for Match/Mismatch DSA Value
MNeow | | Saue
*: Required Field | Recat in | | Save ‘ | Clnce |

AMEDA ® ® ® 12




- 2 WVERITAS

JL
X

=

EDHYEA T

>

O—ARC

[alx]_assi
13

16601.56

16485.81

16220.25
P

Q
a
o

59

S8
BE3

[F ¢
Fig ~ - - mﬁwb E ]
16 . . . o> [ —
o et Bwé
26 . . . 'ty 4
5 N 5 o mmwm 2 B4 |
96 - - . wgwh O s
[ . . : Nm...s Ba2(
g . . - ,HB ]
Lo . . . 0 Bag(
s . 5 3 0y, [B41(d
Fos - - . ms.mu BB
- 3 3 N \Mww MMmM
e X X X et B50(
O-c6 N N N D.bm ==
| - - ~ vu.m,c B49(;
=t - - - Me..ma Bas(
— > > & %%, a4
] -8 - @..«m - - -
® L . fo5: . . B13(
L . \o..hm . . B59(
Fos - ‘oz - - B38(
/) B ===
2o 3 \M%v o > B18(
e B65(
5 \o..&v 5 5 BE4(
wa.& - - B67(t 3
[ ; \u,av : : 18389 =
oz - 0 . . — =
<o “eas] 2
s . &H& . S (8] =
Fro . \u.m.« . . BES( &
Foe . o . . Bss(l 2
6L - ‘o, ~ ~ =
o 8 B54(
ot a e o o Lkl
Lo . \o.wm . . BB
oos . 6..@ . . BAO(
= V) - an.n - - BB
e . O . . [G7ar =
s . E¥s . . |B73( g | .
it BaBit B B o
=t . s . . Rl A
=t . oy, N N Bag P M M @
in.
) i @ \D@ - - B42( EE
o : Oy . . B4
== 1% - ‘0 . 3 (T <
e . ‘s, . . |B7(E]
61 - e..,nm . . B13(
 — Y . wﬁ.\ N 3 5471l
H”m_ : ,ﬂm._«u : : B27(
P T ot e EE
— T - 24 5 .
e— - 2 . . B37(
H # —
o  — T . wo..& N N B18(
= _H”.Hl: - mo..m_m - - B50(
m  — - O . . =
2 A - ;5 3 3 B4
o e - Dy - . B72(
=] H | P
2 —— - D 5 5 B71(
o [ e - 09 . O, . .
Bl R s——— o9 5 Cob 3 3 |B77(s
- 5 : : Lo
3 [ —— . .mo,.«@ . . B78(
= e —— - 2o . . B75(
m H T T I —
% [ - “ 0. N N
-—————— N N
= 1 T T - "
g | =—m—m—m—m . ey -
Ol L =15 - (8 . .
mm I a0 . 0.0 N . BA2(:
= T H H 5a ——
&8 L Kl S fly N N B51(
= : : 19 . 2 . o [
. iy, ==
@© e Oy N N 3
] L 19:9 B35(
8 0 3 3 3 .
£ .
4 M,m& . : : SEEUEE
lg ) . . . Fumae
02 CHER
o . . . A2 i
S.qm . . Age | 1
I w_omm . . 5 nge|f ‘oo e o
| L0; N . . —m .
I & A4
w P N N N | -
ik PRce Naz3 M :
' ) N - - g
; ig~ . . . Al ] g
S| £ £, € q”
% Mﬁﬁ “ N 5 A3 H p
Q.vm Bl © © A2 .D W = om @
— O ; ; ; g L1 8 Sl
= log . . . |A23( =
o
s ‘o, 5 : . 443 | &
Nb.v o
t La . . . 80 N
§ 5 : : : A8 | L,
= 8y " " " & [
‘o4 . . . Al Lo
T 15,2 . 5 . AT4 5S
& 1.8 — SR
iz ‘o, . . . A33 o
L oy & - b
[ % A . A - o
IS . . FA31 | 00
; o Hao e
L] - Ll 0.5 . . a . n
, W =g | %% . - - s | 22 FS
| : - L0, . s < ~ o C =
" E— s PG T
| -1z ) - . . — i
| = _H»H»HAF_ 0 . 5 5 ganld £ BY
_/u i i e Tnze ﬂmmnw.mm
1L ¥ 8< 8 3 S < < @ 2 3} Tz S SE Yo o
| =] =] =1 =] fss] n a4
=} B =) ] HEERS: R
g I} S Hoooollo x
AZA s

2

oan 1o

3

¥ 10cus

10000 12000 oc

o C oo
ResultT™ Defanlt

Excluded

L 10 Ouser

X4 5000/5000/5(8362.35/5110.92/2274
X6 10000/15000,12812.12/15199.51/22




AMTR AN L

WERITAS
‘o Profile Utilities Help Exit
sl G A Update Reference > AL?20Mm
> Pl S Catalog Template Association
nri Fw
Molecular Product Configuration 2 Analysis Configuration Settings — X
Antibody Product Configuration > Create Combined Products

: Set Mixed Product Configuration ~ [777
Products Selection

Set Analysis Configuration Product Type:
---------------------- Validation ke

NS File Import [T

Antibody Product  pm

|LP|ElSc:reen Single Antigen ~ | |

Switch User

Threshald : ula: |Elase|ine v | Cn Ir:(c:lude
v | DOASDPA Ihclude
""""""""""" Switch Database Low Bead Gount *: CREG*® [OLI ~ | Ea
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. Y >
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DR51 |DR51 |DR52 |DR52 |DR53
]
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:(002) B2€3.94 _ P ronment [EptopeliSonmene
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| P DOAl*01:01 2 0 16179.24 - )
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SToded Entigen DQA1*03:03 1 0 4532.36 v
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VERITAS

— &% Epitope

@ all O ab Veritied (O Other
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[] DM& Mode

[] fssien epitope when it iz double clicked

_| Group Mame A4 Pozition

Polymorphic
Fezidues

70Q71R73A DRBI'01:01 |DRBI'01:02 |DRB1‘1402 |DRBI'0404 |DRBI'04D5 |DRB1'0403

96YSGET20N(IB0L1S1T| DRET0401 | DRB1'0404 | DRB10405 | DRB1'04:03

13F14E26L DRBI'01:01 | DRBI'01:02 | DRB1‘10:01 |DRBI101:03

96E9BK1205(28E30C31 DRBI'0101  DRBID102 | DRBI01.03

57ASBAGOH DRBI'1401 | DRBI‘1454

1R DPAT0201 | DPA1'0202

7IATSST7R(1161)1255) DAB105:01 | DQB105:02 DQB1'05:05 |DQBI'05:06 |DGBI'05:07 |DGBI05:08 |DGBI0503 |D
SEESGASTE DPBI'0501 |DPB111901 |DPB1‘47.01 |DPB13801 |DPB136:01 |DPB1*30:01 |DPB12401 |DPB12201 |DPBI21:01 |D
310 DPAI'0201 |DPAI'0202 |DPAI'0106 | DPAI'D204

12551260

DaB1°05:01

DQB1°05:07

DQB1°05:08

DQB1°05:10

DQB1°05:12

DQB1°05:15

DQB1°05:16
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AL 21l  Final AssignmentLT=7 L JLE2HTLANIILTRIL 7 LU
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BEtEEHIELI-TEN—T DFEHRE AT dE
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0. e EpitopeBZ&HX T ILDV)I IS
@ Al (O ab Verified () Other M T ARAL L ims et .
Group Mame  A#A Position PRoelygorphic
SIdUes
52PR 52P55R DABI'0603 |DGBI'0S01 |DQBI'0609 |DQBI0502 |DABI'0601 |DQBI'0602 |DQBI0604 |DQBID401 |DQBI0402 |DQBIDS32 |DABI0631 |DGBIDE3L
52PQ2 59PQ2 52P53Q55R56P(34E85( DAB1 0603 |DAB105:01 |DAR1'0609 |DAB1050? |DABI0E01 |DARIDE02 |DAB10ED4 |DOB1'0533 |DAB1'0632 |DAB1'0631 |DABI'063D | DABID62
B5VA 85V B4EB5V6A05G DAB1'0603 |DGBI0501 |DABI'0502 |DQBI0G01 |DQBI'0G02 |DQB1'0623 |DABI06:24 |DQBI'DG27 |DQBI‘0628 |DQB1'DG:23 |DQBI10630 |DQB1D63!
1256 125G 125G DQB1'0603 |DQBI‘0609 |DQBI'0G01 |DABI0E02 |DQBI'0ED4 |DQB1'0644 |DQBI‘0643 |DQBI'DG42 |DQBI‘0E41 |DQBI'DE3% |DQBI10636 |DQBID6A;
B5VY asvy 85VB7YB9G DAB1'0501 |DQBID609 |DQBI'D502 |DABI0E04 |DOBI'0612 |DQET0E15 |DQBI0617 |DQBIDE21 |DOBI0622 |DQBI'DE34 |DOBI0607 |DQB1D6:3E
745V2 V2 T4ST5V(26G) DABI'0501 |DGBI0502 |DQBI'D401 |DGBI0402 |DQBI'0514 |DGBI0513 |DABI0512 |DQBID511 |DQBI0510 |DQBI0509 |DGBI0508 |DGBI05:07
e 30 H DQB10603 |DGBI0501 |DAB10502 |DGB10&:04 |DOB1'0508 |DQB10507 |DABI'0506 |DAB10505
+ {sseD S5RPD 55R56P57D DAB1'0603 |DGBI0502 |DABI'0601 |D@BI0E02 |DOBI'0530 |DQB1'0631 |DABI0S32 |DABI'DG33 |DQBI0635 |DQBI'DG37 |DQBI1064D |DQBID6A:
57VG 67VG GEE6TVTOG DAB1'0603 |DGBI0501 |DAQBI'0502 |D@BI0E02 |DQBI'0617 |DQB1'0619 |DABI0620 |DABI'DG21 |DQBI‘0623 |DAB1'DG24 |DQB10628 |DQB1D62Z
N B 56PV 55R56P57V DAQB1'0501 |DQBIDE09 |DQBI'DGO4 |DQB10E38 |DOBI'0E38 |DQET063S |DQBI0634 |DQBIDG27 |DQBI0E22 |DQBI'E21 |DQBI0618 | DQBIDEI:
9 525K5 525K5 52553K55G56G(18F)(45 DAAT'01:03 | DGAT001 |DGAT'D102 |DGAIDI04 |DQAI'DI05 |DQAT0I06 |DQAIDI07 |DAAIDI08 |DQAIDI08
oF ¥ oF DQB1'0602 |DGBI0401 |DQBI'D402 |DGB10648 |DQB1'0647 |DQB10645 |DQBI0637 |DQBID633 |DQBI0629 |DQB1'DE24 |DQBI10623 |DQBID6:2
980 380 96H38Q1205 DRB3'0202 |DRB3'0301 |DRB30101
87F 34,45,96,07.80 EVAFG DAB1'0603 |DGBI0601 |DABI'0G02 |DQB10G48 |DQBI'0647 |DQB1'0645 |DABI‘0644 |DQBI'DG43 |DQBI‘0641 |DQBI'DG40 |DQB10637 |DQB1D6E
70GT 06T EVIGTIT DAQB1'0603 |DQBIDE02 |DQBI'DG47 |DQB10E46 |DOBI'0G44 |DQET0641 |DQBI'0S40 |DQBI'DE33 |DQBI0E31 |DQBI'E29 |DOBI0628 | DQBIDE2:
7000 7000 700736740 DRB3'0202 |DRB3‘0301 DRE103:24 |DRBI03:11 |DRBI03:81
55RL3 S6RLS 52P53L55R56L57D(660 DABT 0401 |DGB104:02 |DQB1'0325 |DGB10403 |DOB1'0404 |DQB104:05 |DABI0&07 |DQB1'D4:08
8662 8652 B4EB5VBEGETYBIG(130 DAB1'0605 |DOB1‘0B04 |DQB1'0642 |DGB10639 |DAB1'0638 |DGB10636 |DQB1'D634 DQB1'0622 |DGB10621 |DQB1'0617 |DQB10E1E
41RA2 11RA2 4DE41R45A(12901305)| DAAT'01:01 |DGAT0T:02 |DQAT'D1:04 |DQAT0T05 |DQAI'01:06 |DQAT'D1:07 |DQAI'DI08 |DQAT'DI0Y
745R3 MSR3 TIATSSTIR(1161)(1255) DAB1'05:01 | DOB1°05:02 DQBI'0505 |DQB10506 |DQBI'0507 |DQB105:08 |DQBI05:09 |DQBID510 |DQBI0511 |DQBITSI:Z
11KA2 11ka2 ADEATKABA(123H1304) | DQAT0103
3P4 3P 3P(SL)(37038V(67170R7 DAB106:01
56P5 55 57 Ps DAB1°05:02 DGB105:14 | DAB10610
51R2 51R2 51R(1STE1855) DRB3'0202
TFL2 37FL2 37F38L(183A) DRE3'D1:01 DRBI*14:110 |DRB1*12:15 |DRBI1205 |DRB14034:
b P51 L 2L DQB1'04:01 DQB1'0406 | DGB1D4:07
{2550 12550 12551260 DQB1°05:01 DQBI'0507 |DGBI0508 |DABI'0510 |DGBI05:12 |DABI0S15 |DQBIDS16
<
(i w—
(Ba... - SZER
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Analyze Data  Reports| Sample Patient Info  Profile LUHilities Help Exit
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Soned Select Level

[dSelest @ SessionDate O TestDate () Session () Sample D ) Patient ID

Session: [* [ 2018/07/24 | Session hfo
[ 2019408/15 ceccion
ample D | * [ 2019408/18
Somrle [ [ 301908731
[ 3019408737
) 201940828 Gatalog ID:
[ 2019408720 T
[ 2019409/ 1 D t J
: * [ 2019/09/02 Gataloe Type . a a
e (] | oo anrnasne
1 201909/10 Tray Status: 5 - -
[ 2019/09/11 2 S D t -G T E '
.Session Date 7T -
[ 2019409/ 18

[ 2019/09/17
[ 2019/09/18
E gg}gﬁggﬁg Confirmed Samples:

Analyzed Samples:

o

3.Find&%2!')v%o

Session Status: 7 2019410401 . kS — S o — —
e . Wl 42 TERLI-HARM DT —FH Navigator[ZFR R

[ 2019410428
[ 2019410430
[ 2019411704
[ 2019411407
[ 2019/11/18
[ 2018/11/18
[ 2018711721
[ 2018511722 User Gomment:
[ 2019411726
[ 2m9/ 11727

Tist Date: | [Ely | E‘i
Date: 2019707720 ™ 020711708 |
Arhived/Actve:
[ A |
N

Test Date: |

[ 2020/01/08
[ 2020401710

E]
o Session Date: |2018/01701 ™ [2020/11/08 |

- 2020/01/20
0 am001421
0 2020/02/15
[ 2020/02/25 . ]

17 2020/13/28 Archived/Active: | ¥ e |
= a030/03/12

= 2030/03/15
= 2030/03/18
- 2020/03/12

202040315 Reset Find
0 2020/03/18
0 2020/03/18
I a030/03/23
I ana0/03/2¢
= 2030/03730
0 2020/03431
I 2020/08/12
I 2020/04/18
I 2020/04/18 o

[] Expand Al Copy Patient | Move Sessions | [ Print Session Log || Archive || Unarchiv) [DDelete |[ Glose
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—SDHEIFR
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©&o S QA RECEA L @ fisd o AB?20®
Soned SelectLevel
[dZelest @ SessionDate (O TestDate () Session () Sample D (O Patient ID
Session: v = 010/07,/24 Session Info
o [* icro S5P 29”‘”395 SSPN ”979 Session: | Mioro SSP_20190724 104751 SSF1B_008_06
mee - icra 55P_20190724 110042 SSPIPN_007_19
] 180516 LTHR_A_002 201805 16_15 1342 HD
] QCWS_XR-A_20190418_165135_HD Catalog D [SSP1
[ 2019072005 TA01-NGA20 20150722_155208 l
[ 2019072205 1ASPO04-NCO20_20 10752 15644 1 D t \
. 1] 201907245240 13-NG-120 20180724 136927 el s ala
"Dz““‘g’ El [] 20190724L52A5PO04-NG-020_20190724 1402
nar [ 2019072815 1A011-KG-020_20190724_135404 Tray Status s — £
[ 2019072415 1ASPO04-NO-020_20190724_1 366 2 I —
-] 2019/08415 Sample Gount: . 453 7 J_
[ 201840619

Family |D:

Session Status:
Catalog Type:
Catalog ID:

Test Date:

H

***I
R RRES

o[

Session Date: |2018/01/01 ™ 2020411708

Archived/Active:

[] Expand All

-0 2013/08/21
-] 2019/08/27

[ 2018/06/28
[ 2018/08/29

-] 2019/09/02

[ 2018/09/03
[ 2018/09/04

-] 2018/00/10
-] 2019/09/11

[ 2018/08/12

-0 2019/09/13
-] 2019/09/17

[ 2018/09/18
[ 2018/09/18

-] 2018/00/30
-] 2019/10/01

[ 2018410410

-0 2019710417
-] 2019/10/21

[ 2018/10/28

-1 2018710430
-] 2019411704

[ 2m8/11/07
[ 2018411415

-] 2018/11/18
-] 2019/11/21

[ 2018/11/22

-0 2018/ 11/26
-] 2018411727

[ 2018/11/28
[ 2018/12/02

-] 2018/12/08
-] 2019/12/05

[ 2018/12/08

-0 2019/12/416
-] 2019/12/19

[ 2018/12/23

[ 2018/12/24
-] 2020/01/07

[ 2020/01/08
[ 2020401410

-] 2020401714
-] 2020401715

[ 2020401717

- 2020401420
-] 2020/01/21

[ 2020402415
[ 2020/02/25

-] 2020/02/28
-] 2020/03/02

[ 2020/03/05

Analyzed Samples:

Gonfirmed Samples:

Archived

System Gomment

User Gomment:

3.DeleteZ ') w%

Copy Patient || Move Sessions | [ Print Session Log || Archive || Unarchive |[ Delete
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Data Sample

% u-lg [ $ :HT}:

Patient Info  Profile  Utilities Help  Exit

ST A

seneric Typing  LABType  MicroSS5P | Generic Antibody | LABScreen  Specialty  Statistical  Miscellanecus My Faverite  Tools
- | I Antibody Custom I |

| | El Antibody Screening/ldentification [] 15ample Per Report

|= | El Antibody Screening Results SC "

|= |E| Single Antigen Report ASC " | e Hapat ” Expodt Dapad
= PatientlD | ReportOptions

4% Custom Antibody Screening Report Setup

B HLA Fusio

Type or enter the report namex:

000 0OOO

‘LABScreen

-

[] Lab Information
Patient Infarmation

atient ID, Mame (REQUIRED for this group)
] Project Type

C]ssM

Ethnicity, DOB, Gender

[] Disease, Status. Bload. Transplant Tvpe

[] Address, Phone, Email

[ Spouse, Eme. Gontact, Employer

[] DGM, Hospital, Division
[] UNOS CPRA

Donor Info

Molecular Typing
ntibady Assignment
Match / Mismatch

Add MFI Baseline
ceptabls Antigens
hacceptable Antigens
M DFC ETKAS DFG

Unacceptable Epitopes

Sera Typing

Sample Information

Sample ID (REQUIRED) [] Barcods
[] System Comments [] User Comments
[ Sample Source [ Dilution Factor

Sesgion Information

[] Session ID/Date (REQUIRED for this eroup)

[ Luminex Infa

[[] Sessian Details: Catalog ID, Locus Type,
Test Position, Date, NS Sample

[] More Tests and Tests Remarks

[ Quantiplex/SFI

Test Gonfiguration

] User Settines:

Excluded fntieens, Positive Resion
'Ll'hre?ho\d. Mormalization Formula, Allels
evel

NG and PC Walues, % PRA —or— #5A
and Cutoffs by Reeion

Owerall Results/Assignments

Overall Pos/MNeg
% PRA
Antibody

Donor PRA
lew Antibody

Tail Anslysis Rssults
] Antibody Specificity (REQUIRED for this
[ Teil Analysis Details:

TP/FP/FMATH, R Value, Average Score, %
Inclusion, Streneth Thdex

[ Marual Tail Assienment

Test and Catalog Details

Bead ID or Test Well (REQUIRED for this
Test Walues: Fxn, Raw, Normalized, Gount
[[] SFI Raw, SFI Normal

Setup

YERITAS

Possible Epitope [] Amino Acid Position Sero Specificity Sort by: |Bead ID v
Allele Specificity A5G DESG
Epitope Analvsis Results ®© O
tacieccn, ] it Summy
Antihody Specificity (REQUIRED for this eroup) Bead MFI Chart
GREG fAnalysis Details: [ Feaw Data Baseline
TP, FN, Mean (Raw) of Positives [] Sort Antigen Using HLA Order
GREG Chart, Gircle D34 [] Pxn Score Sort Alphanumerically
Check Al | [ Uncheck Al | Save | [ Delete | [ Canca
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{LABScreen | D;I—{’_I\%

Approved By:

. LabNama | LabCoda

Institute:

&% Custom Antibody Screening Report Setup

Type or entet the report name:
=iy

Street: 1 =Ju=E Contact: 1
ILP.BScreen V Lab City: axX |8 & Emaik  chiefujiwara@veritasti.co jp

5 Region: Ph
Lab Information E:zj:} Fa::w
Patient Information Test Configuration | Notes
[ Check All | [ Uncheck Al | | Check All | | Un [Patient Patient Name:
5 5 2 Project Typa
Eat!en: EP Mame (REQUIRED for this eroup) gi::ﬁ::lgﬁ Ethuicit: DOE Cender. UNE -
roject Twpe . .
[ SSH Threshald, Nc | Bleed Type Disease
Ethnicity, DOB, Gend Level o "
IR, (DRIE), (B NG and P v || Address % N =E
Dizease, Status, Blood, Transplant Type and Gutoffs b || Phone ¥ — H
Address, Phone, Email Spouse: nen S
Spouge, Eme. Contact, Employver Owverall Results/fgs i Emersency Contact: Phone: Employer
DG, Hozpital, Divigion {| Donor Center ID: ) Hospitak Division:
IMOS CPRA Ur From Other Facliy: N0 UNOS CPRA: asof
Donor Info Overall Pos/T PatientDonor: Donor Typa Donor PRA:
Maolecular Typing Sero Typing % PRA AMDFC:
Antibody Azsignment Antibody ETKAS DFC
Match / Mizmatch Fossible Epitt ||\ folecular Typins

#Add MFI Baseline Serology Typing
focceptable Antigens Epitope Analysis Re | Anghody Assignment  (lase I

Unacceptable fAntigens -Cll Class I
aM OFG ETKAS DFC E MIC

Unacceptable Epitopes iilaEesy Sy Patient Donor Match/ Mismatch
Sample Information COIREG Ry Acceptable Antigens
[ check il | | uncheck A | TP, PN Meand ble Ani
table Antig
GREG Ghart, || ore e oarems » ==
U ble Epitope- Class & D I
Sampl 1D (REQUIRED) ] Barcode naceeptable Epitope- Class ID. LABScan'|g
System Comments ] User Comments TUnaccentable Epitove- Class IT:
Sample Source Dilution Factor Unacceptable Epitope- MICA:

- - e i ] F; ] L3-L vl B 14147 Luminex; =PUNEN T/ FlaxMAF 313-4 3 ZI90 7SN FNDLIUH LIS TUUL
Session Infarmation Catabgs:  LS1A04NC23_011_00 TestPos  T4(LEL0)
[ check Al | [ Uncheck Anl | /| Quantiplex'SFI Used
Session 1D/ Date {REQUIRED for this eroup) Sample ID:
Luminex Info

C Tocal ID:

Sezzioh Details: Catalog ID, Locus Tvpe, Sec Ab: Sample Data Test Data 5 o200
Test Pogition, Date, N3 Sample Treatment
Maore Tests and Tests Remarks Sample Sourca Dilution Factor:
Quantiplex/SF1 Check All Saved By: L.l Date: 9 94,2020 NSSample NG
Confirmed By: Date: Test Typa Singls Class [
More Tests ,_l
Comment: 3 6

User Comment:
Batch Impored
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YERITAS

Specificity (_)psa

DSATEERIZE S —EHEANLI=LEDB IR

FN Mean (Baseline) of Positives
0 26434.08

0 24681.3

0 23915

0 21937.27

19219.48

|
Epitope Analysis
Class I B45
B76
| B44
A33
Test Gonfiguration AGS
| check All | | uncheck Al | A3
User Settings: A6
Excluded #ntigens, Pozitive Re
Threshald, Mormalization Farm A3l
Level AG6
ML and FU Values, % FHEA& —or
% ahd Cutoffs by Region A25
Bg2
Owerall Results/fizzienments AGO
| Check All | | uncheck Al | A4
COverall Pos/Nee Dthe A29
% PRA % Do
Antibody MNew @
Pozzible Epitope [ Amin A3

Epitope fAnalvziz Results
| Check All || Uncheck Al |

#fintibody Specificity (REQUIRED for this eroup)
CREG Analysiz Details:

IO _ChI_hd F =T e T

GREG Chart, CGircle DS A

Cutaff Summ
Bead MFI Ch

Ren Gocore

Check All_| | Uncheck All | |

1 0
2 0 18255.89
1 0 17949.33
1 0 17663.97
1 0 17441.25
- i s hialA0.00,
[ a0 () Red Circle: DSA Positive [ 73 703 81 48
() Blue Circle: Non DSA Pasitive i / \l @
" Yellow Circle: DSA Negative |54—42 -_I'_.._m-sf
: 2| !
74 Isﬁ-ss m—ﬂ'—"-ﬂ—lr\ﬂ
@3902 /3901 ar
| [ 381 \w 67 4005,
| |
5|5 8 59 as&n
e @ @l
I@“ g 64 1[;; 44@452
] ’ 5103 —52 §3 77 E——(3 50
[ss b9 2403 mmi2d —| 80 | 1 I ] @ I @
— 5102 ——51 W———— 75 E—G)—57 |
1210 —2) | AN
‘ | ‘ 78 7 2 76 45
_ 203 23 | 3 © |
A Locus: Strong C: ity B Loous Strong C; ivity

[ 1 CREG (Cross-reactivity Group)

Cross-reactivity

Cross-reactivity
L _| CREG (Cross-reactivity Group)
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Tail Analvsiz Results

| Check All || Uncheck Al
[+ Antibody Specificity (REQUIRED for this
[ Tail Analysiz Details:

TPAFRAFMATH, R Value, fverage Score, ¥
Ihclusion, Strength Index

E Manual Tail A=signment

VERITAS

Test and CGataloe Details
| Check Al || Uncheck Al |
[] Bead ID ar Test Well (REQUIRED for this
[ Test Walues: Rxn, Raw, Mormalized, Count
@ SFI Raw, SFI Mormal

[ Allele Specificity @® A5G () DESG

[ Sero Specificity |-m by: Bead ID ~

Bead RxnRaw  SFIRaw Normal SFINormal Cnt Specificity Allele Specificity -

001

B R T I I - I - I ==

20.77
1256304
454
2191356
1078183
2200759
333
3034
36.33
699.61
135566
13300
34.05
70.53
16238
144345

27.67
2189319
10761.06
2198722
1282
1413
2.06
676.73
1334582
131017

14161
142269

157
161
171

Al

BB B

All
All

A*0101
A*0201
A¥0103

A*0341

A=1142
A*2301
A*24{2
A*2403
A=2541
A=2641
A=2041

E—XIDIIE

B*27:035

p———
Test and Catalog Details

| Check All | | Uncheck All |

[7] Bead ID or Test Well (REQUIRED for this
[~] Test Walues: Rxn, Raw, Normalized, Gount
[] SFI Raww, SFI Mormal

[ Sera Specificity | son by: |N0rmalized V|
[ Allele Specificity

(O ASC (@) DESC

Bead RxnRaw  SFIRaw Normal  SFINormal Cat Specificity Allele Specificity -

B*73:01

nMFIJ)

077
083

O G0 B0 G0 GO OO G0 OO OO B0 00 00 o0 G0 GO oo

2768438
2733131
1200799
21191396
2027342
19961.05
1723831
1677127
1352864
127336
10781.83
81329
331539
488213
431245
363886

1761576
2725091
2198712
2189319
2016945
19908.16
1713434
1671559
13458214
1260114
1076106
821213
32563
482842
4191 68
360832

146
100
139
146
155
163
138
151
130
139
145
146
143
137
159
157

BE73,Bwf
w7

A2

A2
Cwl?
Af9

AB8
Cwls
Ol
Cwé

AB8
Cwl2
Cwlé
B7.Bwé
B37,Evd

A®0241

A®6901
A®6E2

A*0203
A*6E{1

B=07{2

B*37:03

BIE

C*1842
C*08:01
C=06:402

C*12:03
C*16:01
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Tail Analvsiz Results

| Check All || Uncheck Al
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| LABScreen

™ |

[ Lab Infar mation

Patient Information

| Check All || Uncheck Al

Patient ID, Name (REGUIRED for thiz eroup)
[] Project Type
] SsM
[] Ethnicity, DOB, Gender
[] Dizease, Status, Elood, Transplant Tvpe
[] Address, Phane, Email
|:| Spouse, Eme. Contact, Employer
[] DGM. Hospital, Divizion
[] UNOS CPRA
Danar Infa
Malecular Typing
Antibody Assienment
Match £ Mismatch

fidd MFI Bazeline
[] Acceptable Antigens
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[ AmM DFG [] ETKAS DFGC

[] Unacceptable Epitopes

[] Seto Tvpine

Sample Information
| Check All || Uncheck Al |
Sample 1D (REQUIRED) [ ] Barcode

[] System Gomments [] User Comments
[ Sample Source [ Dilution Factor

Sezzion Information

| Check All | | Uncheck Al |

Sezzion [0/ Tate (REGUIRED for thiz eroup)

Luminex Info

[] Session Details: Catalog ID. Locus Type,
Test Position, Date, N5 Sample

[] Mare Tests and Tests Remarks

[] Quantiplex. SFI

Test Configuration
| Check All | | Uncheck Al |

|:| Uszer Settings:
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Threshold, Mormalization Formula, Allele
Lewvel

|:| MG and FU Values, % FRA —or- $58
and Cutoffz by Region

Overall Results/fzzignments
| Check All || Uncheck Al |
[] Owerall Pos/Nee [] Gther

Tail Analysiz Resultz
| Check All | | Uncheck Al
[] Antibody Specificity (REQUIRED for thiz

[] Tail Analysiz Details:

TPAFPAFMATH, R Walue, &verage Score, %
Ihclusion, Streneth Index

[] Manual Tail Azzienment

Tezt and Catalog Details
| Check All | | Uncheck Al
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[ Antibody [] New fintibady [] SFI Rawy, SFI Marmal
[[] Possible Epitope [ Amino Acid Position Sero Specificity  Gorp by | Mormalized
fillele Specificity AS0 DESG
Epitope Analysiz Results O ®
| Check All | | Uncheck Al | [] Cutoff Summary
fintibody Specificity (REQUIRED for this eroup) Bead MFI Chart
GREG Analysiz Details: [] Raw Data Bazzling
TP, FM, Mean (Raw) of Positives [] Sort Antigan Using HLA Order
GREG Chart, Circle DSH [] R Score Sort Alphanumerically
Check AIl | | Uncheck Al | | Save | | Delete | | cancal
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AnalyzeDataData Sample Patient Info  Profile  LHilities Help Exit

RS E@AEE A & B LA

Patient  Generic Typing LABType  MicroSSP  Generic Antibody | LABScreen | Specialty  Statistical  Miscellaneous

|| s Details | |
LSM Summary

Patient or |= |E| Sample Summary

Donor ID:

Session: |‘ | El - . -
5E5|fIDI'IID LSM Detail Approved By Date
Batch: * WellPositior - - =
s | |E| Samplern | Ses™ 20201021 LSMI2 021 NCI16 20201021 210633
Pati:ntID Catalog LSMI2NC16 021 00
- 5
Sample ID: El NS Sample:  CL6
Backzrowd Valus
0 0. 004 045 005 0.53 07 052 009 048 02 0.57 03 042 04 038 016 0.52 017 051
018 0.3 023 031 02 0.37 0\ 0.3 035 053 050 0.3 065 0.61 088 212 097 116 NC 045
PC 045
Class] PositiveCutoff; 1.5 NegativeCmoff; 12 NCThreshold 30 Class]  SenmsitiviMFL 0
ClassTl Positive Cutoff; 1.5 Negative Cumtoff: 12 NCThreshold 30 ClassTI  Sensitivi MFL: 0
agc  PositiveCuoff; 1.5 NegativeCuoff: 12 NCThreshold 30
HNA  SemsitiviMFL 0
Patient ID: Patient Name: LocalID:
Status Transplant Type
Class 1 Class IT
Overal Bead Result  RawData Rati Count Overal Bead Result RawData Ratb Count Sample Date
[25(1.D42483 Negative 003 Negative 0.3 0.00 142 Nagativa 025 Nagatva 0.7 0.01 121 NC 042 148
004 MNegative 04 0.00 145 033 Nemtive 048 0.00 153 BC 0.29 148
005 Nemtve 044 0.00 140 035 Negative 049 0.00 142 PCNC Ratio 069
007 Megative 038 0.00 157 050 Negstive 048 0.00 14
008 Negve 0.5 0o 1sl 085 Negw 061 000 143
012 Megstive 0.4 0.00 142
013 Megamve 0.4 0.00 183
014  Negative 045 0.00 153
016 Megative 053 0.00 12
017 Megatve 0.56 0.00 155
015 Nemative .72 0.01 100
023 Negstive 036 0.00 139
MIC.
Overal Bead Result  RawData Rat Count
Negative 065 Negstive 214 0.03 140
097  Megstive 1.53 0.0z 121
Sec. Al Treatment:
Saved By: 11 Saved Date: 1o 28, 2020
Confirmed Br Confirmed Date:
Comment: Low PC=500 (002=0.29) Low PCHNC Ratio.
User Comment
1,1
1 #/znan HLA Fusion™ 44013925 Paga1 of1
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AnalyzeData Data Sample PatientInfo Profile LUilities Help Exit

HROUSPEBAEELA R d
Patient  Generic Typing  LABType  MicroS5P  Generic Antibody | LABScreen | Specialty  Statistic
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Patient or |= |E| |Sa'q:lleS|.lnal]r ‘
Toarills LSM Summary L
B
Session: |‘ |E| -
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Batch: |= |E| WellPosition LSM Summary
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003 029 004 046 005 0.33 007 0.3 009 048 oz 057 04 04 038 06 032 07 0.1
09 05 0B 031 023 057 03 05 035 055 080 05 065 0561 068 112 097 116 NC 045
PC 045
Class]  PositiveCutofi: 1.5  NegativeCutoff, 12 NCThreshold 30 Class]  SensitivigMFL: 0
ClassII  Positive Cutoffit 1.5 Nezative Cuoff, 12 NC Threshold 30 ClassII  Sensitiviy\FL: 0
MIC Positive Cutoff: 1.5 Negative Cuoff: 12 NC Threshold 50
HNA  SensitiviyMFL 0
FeeeeNC— o PO
[WellPosition] Sample ID Class I ClassIT MIC Raw Count Raw Coumt PCNC
12501042453 Nezative | Negative  Negative 042 148 02 148 0.69
PatiendD: Patient Nama
Sec Ab: Treatment
Saved By; 11 Saved Date: 10 26, 20z0
Confirmed By Confirmed Date Sample Date
Comment: LowBC <500 (002=0.29) L ow PCHNC Rafio,
User Comment
T.T
18, 2020 HLA Fusion™4.40.13925 Pagz1 of1
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Hozpital Mame _
Histo PatientlD [ |
MRN [ T
Associate Donor IDs
Spouse Ihfo - - —
Spouse Mame | | Donar ID mlﬁgoa?;mf ggfnorﬁ::t'gn Comments
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Import | Local Patient |
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Cha

John

Cha

Patient 2

Maz
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Patient3
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demao

USRI R U

Patientd
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WERTAS

4 A | B ¢ D | E | F | G | AF | A | AH Al LA
1 |PatientlD CategoryG FamilylD FirstName MiddleNalLastName Ssn RhBloodT: PatientDao AssociatefAssociated DonorlDs HLAL
2 |Patient 1 John Cha Patient Donor 1,0onor 2,0onor 3,Donor 4,Donor 5 A *03:
3 |Patient 2 Michael Maz Patient Donar 1,Donor 2,Donor 3,Donor 4,0onor 5 A*11:
4 (Donorl Peter Brescia Danar A*34:
5 |Donor 2 = * — 2 . =E NF23:
e csvI 7 A LA IAL " & TPatient|F A o
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= \
7 Donar 4 /7|_\ Fj—éhtb T%é 403
8 |Donor 5 A*01:
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L7-Em
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AbAssignment | Epitope Assignment

Final Assignment [BE§] DAg Manual New

Spec.

DR1

DR10O3

DR1O

DES
DEA1*02:02

.. Other

IM RS % 30 d SDSAIEER A RER T2

7~ BT EHIE LT=DSA
= EHEEFITEL TULVELIDSA

& DsA Match/Mismatch - o *
Patient Info
Patient ID Patient 228
Molecular | A*02:06, A*11:01, B*15:01, B*35:01, C*04:01, A
Typing C*04:01, DRB1*04:05, DRB1*14:03, DQAB1*03:.01, w
Sero AZ A1, B15, B35, Cw4, Cwd, DR4, DR14, DQI7, ~
Typing DQ4 w
Donor Info
Donor ID Donor223 ~
Molecular AF02.06 A*24.02 B*07.02,B*35:01,C*03.04,C*03:04 ~
Typing ,LDRB1*01:01,DRB1*04:05,DQB1*04:01,DAB1*05;
Sero AZ AZ24 BT B35 Bw10,Bw10,DR1,DR4,D0Q4 DQS ~
Typing W

Fimal Assignment

DR1,DR103,DR10,DPS,DPAT*02:02 DP1,DP19 DPAT*02:01,DP11, ~

DP23,D05DR4 DR14,DP4 W
Value used for DSA: Raw
IDrag a column header here to group by that column. I -
Antigen DSA a
i DRE1*01:01 12614.73 Mismatched Ag
.. DRB1*01:02 11853.73 Wot in Final
Antigen DSA e
- DRE1*04:01 3429.88
- DRE1*04.02 BE.56
04:04 2390.25
| DQAT*04:01 57.05
v

VERITAS
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=512y L4

o
Analyze Data Reports Data Sam Patient Info | Profile Utilities Help Exit

| Import Patient List b A (G e

i I rt Patient From XML

if,. [j: mport Fetient frem o3 g Catalog ID: | LS2ASPOING21.003.00
~ - Manage Patient . _
i Bulk Import Patient Data N Quantiplex Beads .|(n0ne]
Set empty Auto Secondary
L Patient ID L Bnalvsiz :
Well Sample Sample Date Sample

MG w
BO1LF1) 18273 i

Patient ID B48x128 ~ | searcn Donor ID 12345

Molecular Typing ~ A*24:02 A*24:02,B*07:02,B*52:01,C*07:02,C*12:02 DRB1°01:01,DRB1*15:02,DQA1*01:01,DQA1*01:03,DQB1*05:01,D0B1706:01,DPA1*01:03,DP  + || Molecular Typing A*02:06 A*26:01,

Sero Typing A24,A24,B7 B52 Bw4,Bw,Cw7 DR1,DR15,0Q5,0Q6,0P2 DP3 =l Serrsal A2,A26,B48,B60,

From 2017/0127 ~ To 201800416 = Formula |Baseline -
T Cosmreve | can o

Includ  Antigen “ ude  Antigen 7 | Not Tested Antigen 2

clude  Sample ID Samplelndex  / SessionName  SampleDate  Final Assignment Catalog ID Secondary Ab 7 Dilute Factor FC NG

B48X128_1701 1 20170127LSS1 ... 2017501 F2...  B48,B50,84184... LS1AD4NCI6_. 99866 569 1
I B4SXI28_1704 2 170418LS51_1_.. 20175045 1... B48,B81,B4184.. LSTADANCIE.. 1M11743 987
- B48XI28_1710 3 17T1017_LSSA_.. 2M7EE10 1. B48,B81,B41B4.. LSTADINCIS,. 1159064 963
> | B4BXIZ6_1803 4 20165F03H2.. B45,5615841,84.. LSTADANCIS_ . 1281368 838
5

B4BX128 . 201701 Bz, LSMI2NC17_0... 11749 1821

= B UAREBERROEBRN I STTRTEND
e e ————————— T3 A R—r9 BFRIZISample Date 1D
AN D wsZE

14393

13333

11885
10000
8333
3 e i
2 =
2 5000 H
5 &
£ 33 e || £
1667 L o
o - =
(B a0201(A2) O A02:06(42) B 8748:01(848) B C*07.02(Cw7) B Bws I
W A02:03(A2) B A*26:01(A26) B B+40:01(860) O C*08:01(Cw8)
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AT FUOANBEYIZITHN TGN EIEFEL
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HITE &= e Performance Verification L —H—NDHESR
Weekly Maintenance e (Calibration L—H—DFHE1E
e Performance Verification L —H—NDHESR
e Weekly Maintenance TR D k%
« JO—TJ#ki% JO—JD%kE

Monthly Maintenance ¢ Monthly Maintenance TRER D%
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Adsorb Out 4
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15,000rpm T543 fH=R 10
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Adsorb OutZ#2URLF-BEDHEFE Y.

Neat Ix ADS 2xADS 3xADS 4x ADS

Bead #1 4451 804 579 538 471
Bead #2 7516 5115 3508 3833 3935
PC/NC 1.7 6.4 6.1 71 8.4

Ratio

91, 18, 23, 18, 91, 23,

23, 91,23, 91,23,
Beads @ @ y 69, 17 69, 17
\ F—4: One Lambd

I HE 7—%: Onelambd:

19 4, 18, 19, 4, 18, 19,4,7?: 19, 4, 75, 19, 4, 75,
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S L I5E D RS (B v

TAaADEREA
/. HLA$ R \
M HHLABLA
N FEEEFHARUIE
A #iK(C1q)
W ##iKR(ca)
%ﬁwcz)
O #1A(C3)

K —RinK /

HIAEEMNMEWLGE X, ZRinfEH
ElREZZCHLATUAICHE B 9 57=6
MFIDIEIZSEE 5 Z 5Ly

5 ul of Single Antigen Beads 20 ul of Human Serum
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LABScreen
Single Antigen
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ERaid

LOF B8R

- fEEEHK

(Cis_

Cciad :FL, CL-K1/L1, Ficolin
4

CIESRDEE

C2b

CIDEEHEFIZIZCa* AL E

SEDTAILCat&FL—hE AR

I H=-OHMEIRDFEIEILZERE
EK

( MAC : Membrane Attack Complex )

C4b2a —+P> | d—— C3bBb

F24ER

C3(H.0)

<4 D

C3
MASP-1.< "\ T C3(H,0)Bb
CuasezD g+ SO

|
' [C3 bd—o
: Ba

= ; ----- (g —7 )

BREEEHSHE
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o IM;E90uLIZ0.5M EDTA(A—H—ARH)2pLiZsA0
— EDTADRIREEEZHIOMMELE B LSIZEHEET S
— RRIREEDEDTAD F FHE HE2E

o ERT30MIRESLAEALRIGSE D

e 20,000 g C107EIRID . EFZ{EFE

o SEHK

— HLA Antibody Specification Using Single-Antigen
Beads—A Technical Solution for the Prozone Effect

(Transplantation 2011;92: 510-515)
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7,000 FSARILTIIRADERZERST 52 ETHIAED
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6,000 FSAHRILTYI ADEEREIE3-57 % H#E4E

FICRCKEITERI SELEER
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1,000
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WashBufferD;EE D=2 £E-2 Y.
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;525D Raw

M Raw_RT mRaw_C

17525 nMFI

I‘II|I‘ I IIl ‘I
4

5 7

9 12 13 14 16 17 19 23 25

EnMFLRT B nMFI_C

II|I‘||II||l-- - Illll‘l----
a

5 7 9 12 13 14 16 17 19 23 25 33 35 50 65

33 35 50 65

68 97
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;525D NBG ratio

8

6

el =1

0 - hh .. - m EE [T  me

1 3 4 5 7 9 12 13 14 16 17 19 23 25 33 35 50 65 68 97

ENGB RT MNBG C

% Y (Raw). NBG Ratio. nMFIZTIZ
BLWTERDANFLY

Product InsertIZIZWBD{FEA;EE D EC
(TN, A—H—DaCERZ(E

operation temperature [£25°C&EEE S
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