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HLA Fusion™

The raw value for NC bead is very low. You may use the NC Bead
raw of the Background Negative Sample as the NC raw value.

Replace MC Bead #0071 = 15.8 with N5 Bead #0071 = 2277

a0

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Megative Contral for this sample.
The NC bead for the background sample will also use the
corresponding bead,

Replace NC Bead #0071 = 538.25 with Lowest Bead #068 =
201.95

and Background MC Bead # 001 = 99.56 with Lowest Bead #0&8
= 281.867

L) LIAZ (M)

HHLA Fusion™

The raw value for NC bead is high.You may use the lowest
fluorescing bead as the Negative Contral for this sample.
The NC bead for the background sample will also use the
corresponding bead.

ReplaceINC Bead #0071 = 1980.59 I'.rlth Lowest Bead #0371 =
650,65
and Background NC Bead # 001 = 73.31 with Bead #031 = B4.627

o
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Magativa 099 Megstive 2483 0.07 147
100 Nesstive 2272 003 170
Sec. Al Treatment:
Saved By: 1.1 Saved Date: 1788 5
Confirmed By Confirmed Date:
Comment:
o £ TOE—XDNBG Ratiot®
E-XhD> hhFRREND
S 7N
T T
11 zz/z020 HLA Fusion™ 4 4013825 Pagz1 of




h—h-2

VERITAS

Analyze Data IHepurts Data Sample PatientInfo Profile Utilities Help Euxit
&Pl 1 -
RO DQE L B E R L [ . .
Session I 200907_LSMO022_NC023_20200907_124154
Patient Generic Typing LABType  MicroS5P  Generic Antibody | LABScreen | Specialty  Statistiq CatalogD:  LSM1INC23_022_00
NSSample: G
. LSM Details Backsrowd Valus
Patient or |* | | | Sme &m! r s 12121 007 131231 008 12979 013 11474 018 12838 030 12909 041 12349 043 13309 083 13332 059 12698
Donor ID: — 061 12B84 062 14212 a9z 081 10928 083 1073 084 6602 086 933 0% 908 w0 00 NC 11478
| LSMSUmrer | &.- PC 12121247
= = = q
o | H;I SessionlD L5M Cverview ClassT  PositiveCutofie 1.5 NegativeCuoft, 12 NCThreshold 50 Class]  SensitivigMFL: 0
W "P' iti ClassII  Positive Cutoff: 1.7 Negative Cuoff, 12 NC Threshold 30 ClassIT  Sensitivi MFL: 0
Batch: |* | _| ellFosimon Product Compare MIC PositiveCutofi 1.5 NegativeCuoff; 12 NCThreshold 30
SEI'HIJIEID pﬂ HNA Sensitivi MFL: 0
- e NC—> e PLs
. o Thie |* || | CEE"DQID | | | | [WellPosition] Sample ID Class I ClassII  MIC Raw Count Raw  Coum PCNC
[2(1BLFL1-64 Positive Positive Negative 2116 168 0278356 148 43835
PatientD: Patient Nama
Sec Ab: Treatment
Saved By: 11 Saved Dae: 1 2z, 2020
Confirmed By Confirmed Date: Sample Date
Comment:
User Comment
b7 1%/ PBRIEDFERDHZRIRIN
=—Z
| / = na VAN 5
T.1
11 &2, &0 HLAFusion™ 44013925 Pagz 1 of 1
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Nz
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| (Single Antigen) 4

= |aZ [ ||Fndag | Sortag |[ Sortiocus | Exd | ® cwfizoua 1 zm\ 4#’}%7]_'\0)‘”]0%7_ X6 - IE ;:%ILMI

w X8 X6 x4 X2 \\
ozr-NzE | /
NMFIf# IS5 DIERETR
15000 7 73N
10000
5000| I
0 1 ] ] ) |MM""’#"H"""FTTTTTT|U\l||\|\l\_l\|||\|1|||||1\||||1\|||\|\|\|\|||\||||\l||\|\|\|1|\|\|\1||\||||||
.
L o oo FoPaooccooo 60004 g8, , .. 8, .888. &, ..., .. ... S E & S.88. 8. 8, . 888, 68, §5, &5 S, .85, &, 8888
E I & & & adE Ty & T & & FE ' F Fed §F TE@ FE F&F ' ONF F LEFYT
Bl s fsds TdsSsdsssd SO ReasIsstafssasasEssd, & 5. 5 F SEES & SEL5F &4 & &AL S8 .. v G ABHY & & a8 L s ESE L SE & F.
STEFEREETETLTSACELLLELLLFITHLLETESFLOLELERL 7 F W ' " PeEe o RRLRe & £ A t Ly EEEE e £ HE ERE T -
Bl crooanccanancaaseacesssancson - e e e lc@socaccoann 60906666 966666500069 a00a633a666365G666896a6669G666604606066699c660959G6663500a
|
7L IVIa#k. CREG
Clccooocseoos \m" ........ oo F F,,8, .8, 88, , .8, 8885, F, 8598, 5, , , S8FIFSEF, L, L., Fooaooooo e
& © © R S 3 [ S S Y U FEEFEETY & &
.
—_H = |\
1—-Y—-hYMATEAD

hybAD.

£= 111133011 11TH111111 11111 1111111111111111113111111118439%

T

~
> bO-)LiE
. 5 T T - p— xel;q - b\ﬁ Ab Assignment | Epitope Assignment
pPeC. = ean 8. .. Fi 1 Assi t DA
n e TR wER AN =
B42 2 = a, Zl Spec. L
L | EEhERSER(CREGENIKL RIS =
X4 302.€6 B36 2 Ijr'-lﬁ Eﬁ—
HE 138581 BET 1 ¥ E" E) /T
X8 4352._43 B8l 1
ResultIype: Modified
: - 1 0 24677.46 v ” ” = ” —
3 ign -ve

BS2
¢ D Curtof \ ] ]
Formula | Baseline gv"s't":n")'cﬁ-' | n M FI@EEE” Combine

Gy == o pata | saves> || confirm>
b |

u le ‘ Bcceptable |
Antigen

Antigen
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VERITAS

« HLA FusionTIZEEIHIFE(ICLD. x8. X6, X4. X2%&RTEIT D

» T IAINTIEIX6LA ENBRMEERDLIICERTESN TS
—X6DHY MAMEIARIKNCLDER D28 FIEDBRINMFUEL W FHEER T D

( 1 [ e
U6=ZOOQ 1 X6—35ﬂ

1%

B 8 8 8 8 B &8

IIIIII
g B B & B - F 227 Togow o3

— X8 : MAANTIESVE-XDHEMAIED70%LL £
—x6 : 30%L4

B - 5OAHIM | CREGE2ANS— (FIEDE—-XEONMFIEDZE)
X4 : 5% KL CHIEN3
—X2 2%l
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NMFI& (3 Y

 NMFI = normalized Mean Fluorescence Intensity
— LABScreenT(dTrimmed Mean®{EZnMFIEU TERFE

« HLA Fusion_ET(3Baselinet U TER<

Bead Sample Sample LSNS LSNS | nBG
1C(10) 1C(19) ic ID Raw NC Raw NC | D3s€iNEl potip  RXM

EEIEIEEE[E[EE[E [ & |8 g &

S S s |3 = 001|892 292 100 (100 fo 1 NC 1
Statistios 002 |12587.08 |8.92 12066 (100 f0 1088 |PC 1
BC: (002) 12587.08 003 [2170826 |882 93 100 |2169734 | 25165 |2 1
Hes L) =2 004 |68.88  |B.82 85  |100 |sse6 |la0s |1 1
BC/NC-1411_108
45220 005 |51.32 2.92 73 100 424 788 |1 1
Cutoff  OLI Current 006 |9158 8.92 113 (100 |e9.564 508 |1 1
L LU LU 007  |32.35 892 a0 100 | 23.43 453 |1 1
¥4 1loso.7 1l0230.7
ve 1ma1 a1 008  |670576 84D G4 100 |eso684 [ 117464|2 1
X8 4996_01 4996 _01 009 536077 |8.92 182|100 soosas l3mis (s 1
BesultType:- Default 010 1240276 |8.92 147 100 12345.84 | 94588 |8 1
Excluded Antigen

| O user cutoff [ 011 100798 |8.92 116 100 1005488 [ 1061.14|8 1
Formula || Bazeline ey Comments/
(System):
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NMFIDTER Y

St
NMFI= (BADSEE — B RKONCE —XfE) —
(NCIEDRE — X1 - NCIEONCE — i)

NMFI |
Bead Sample Sample LSHS LSHS _ HBG
D R HNC R HNC Baseline R o i
orr 17E810.08 319 .22 1585.32 |21.77 = 142
02s 18957F. 76 319 .22 o4 .85 21.77 16575 .45 13.63 = 140

+ (IRIKORE—XME-HRIARDNCE—XIE)
= (BIRIRCHID)WIT 5> RERE)
+ (NCITIBEDORE—XE - NCITEONCE —X1E)

= (BE-XDN\YI) 5> RERZE)
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VERITAS

LS
it
OH
O
il

IS S TP I T YT S il G S 5.8, 8% $85. 8. . 85, .. 4588 385, .. 8. 5. . SSE8S. 88
L L L £ & & & & & & & FEE K & Loy s &L 5 & FEFFY F

= sEFm . con . 8 . . . C ase , v o o
TRSNTVWBMBRLY(TFLIV)E |35 5 888 soosss 858 & . S8 S8 B8 SEES. P85 SES. . LERES. E8FE85.. &

HITNIUYIULTASSignTED

BIRUEEDZE 109D

Cho £ .@s?@ﬁ" ..... @é‘,&é‘ﬂ‘gf%f' ,,,,,,,,, a;,g’. . Assign 5 '55" .&6,@5 #wlcﬁa—_\éhtb\aﬁ,ﬁlyl/,bb\“ﬁ .............
E18) 455 (CREGE KU 1 B3 14 N PAGLL TLUR— McRFENET

[ 1cr1m) 1c(19) il — = et . b
EEEEEEERERER HERBR)ERR - EEEEEEEPEEEEEEEEEEEEEEEE ECEELEREEREEERE E B Aol
£ | B S AEDE. AEITAS ~EEEEEEMEEFEEEEEEEEEEE%EEEEEM EEEEEFEE  mmerT

=
= =
Statistics N AbA Epitope Assi =
PC:(002) 9873.98 3 T T = ASCI n
- >= < P

WC:(001) 113.7 p=c =an (Ba Final Assignment [BH8] DAg Manual New |"H'F
BC/NC:3€.342 BS2 1 o 17288.01
Ll B5g 1 o 17014.36 spec. l
Cutoff OLI Current

w2 120 78 20 78 B77 1 0 1666l1.85 .

T EDC 290.89 B51 2 0 16353.79

Xe 12844.25 1244.25 B53 1 a 15066.95

X8 3948.38 3543 38 B&2 1 & 14G962.06
ResultType: Default J
Excluded Antigen o= . o e Sl H " | —

ign -ve
| [ user Cutoff [] Locus Cutoff ‘ DPRA ‘ CPRA

Formula  Baseline v ‘(:;v“;t“:n";:s.‘ | ﬁm ¢ (:Eﬁﬁwiétitwt Other Assignment: | r .|| Combine ‘
e Aoeeptabie Assign | 0 Vo= Test [ paw pata || save>> | confirm> |
/

FEITFSSRDIRTF
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Class IIOfMF TOEE S Y

» DP/DQOE —XIC(F2FBFEDHLAFURMEE LTS

» YIEIBIH S, BZIE-ADRIEH afHEBEDESSICLDRIETH
S HIR g DTENWNE

Class IIOt&E

753 — N v v
40 rDQ0201A0301 DQA1*03:01,DQB1*02:01 DaQ2
41 rDQ0201A0401 DQA1T*04:01,DQB1"02:01 DQz2
42 C4987DQ0201 DQA1"05:01, DQB1*02:01 DaQ2
43 rDQ0202A0201 DQA1"02:01, DQB1702:02 DaQ2
44 rDQ0401A0201 DQA1"02:01, DQB1704:01 D4
45 C4107DQ0401 DQA1"03:03, DQB1704:01 DQ4
46 rDQ0402A0201 DQA1"02:01 ,DQB1"04:02 DQ4
47 rDQ0402A0401 DQA1"04:01, DQB1*04:02 D4
48 C4905DQ0501 DQA1*01:01, DQB1705:01 DQ5

Class II DP/DQ(IVI MO BENHITEDIERZZDFFFHRAET. CEE THESRZHFEVVLET
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QFEEHIECSHBR A Y

DQA/DPADIRICFIVIZANIIES DQA/DPADIRICFIVIZANTVWRWNES
afHNRIGLTWSEZRBU T, YINIITHBEEHEZITD YIRD17(3DQB/DPBOHNMFIEI DLAREL THIET S
— DQA/DPATIZEHITELL Y LIVEERBTRRENDS —DQA/DPATZMEHITE (FEN R0

~Class DQA CREG - Class I
= DRSS GMRFG -HMI:GImZOBIT u oA Epitope - HMM Glasad 0817
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T—HDILNEZ (Class II) Y
S — | TN (e E G . l%@ O e

. [Sort AglZZ&IUv) [Sort AglaAaYUwY

Sort by
DQA1/DPA1%Z/Uv)

SES TS EST ST ESIFLASSFS
FEIFELEFELZ T TSI SIS TS LEFLFY
I rdf 85? ra&‘!:? rdf g’? r:?é‘é‘ﬁ&é\'&‘Q@é‘@Q@Q&Q@Q@Qéﬁg@g@géﬁ@ﬁéﬁ?ﬁ Xy
= I\ K\ » ALz N1 “w ~  — M —
BN =2 — XD ShafHE BEHODEBSICL DRI TH DN EFIR I SERIC

ERALTZEW
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Reports | Data  Sample

PatientInfo Profile Utilities Help Exit
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‘LABS:raen

[ Lab Infor mation
Patient Information

atient ID, Mame (REQUIRED for this eroup)
[] Praject Tvpe

[ 55N

Ethnicity, DOB, Gender

[] Disease. Status. Blood, Transplant Tvpe

[] Address, Phone, Email

[] Spouse, Eme. Contact, Emplover

[] DCM, Hospital, Division
[] UNOS GPRA

Donor Info

Malecular Typing
fintibody Assignment
Match / Mismatch

fidd MFI Bazeline
ficceptable Antigens

Sero Typing

Unacceptable fntigens
AM DFG ETKAS DFC
Unacceptable Epitopes

Sample Information

Satiple 10 (REQUIRED) [ Barcode
[] Svstem Comments [] User Camments
[] Sample Source [ Dilution Factor
Session Information
[] Session 1D/ Date {REQUIRED for this eroup)

Test Gonfiguration

[ User Settings:
Excluded Antigens, Positive Region
Threshold, Normalization Formula, Allels
Level

NG and PG Values, % PRA —or- #5A
and Gutoffs by Region

Overall Results/ Assignments

Other

% Donor PRA

Newr Antibody
Possible Epitope [ Amina Acid Position

Epitope Analvziz Results

#Antibody Specificity {(REQUIRED for this eroup)
GREG Analysis Details:

TP, FN, Mean (Raw) of Positives
CGREG Chart, Gircle DSA

& &2 QA & "8 A & B 5 58 LA 4 R350] pUT0
Leneric Typing  LABType  MicroS5P | Generic Antibody | LABScreen  Specialty  Statistical  Miscellaneous My Favorite  Tools
.m Antibody Custom | Info || Close
=
| | I;‘ Antibody Screening/ldentification By: [] 15ample Per Report
= | ) . -
| | I;‘ Aﬂtlbﬂd}r SC l=s) 4% Custom Antibody Screening Report Setup
3 . .
| ||_ Single Antigen F HLA FUSIOH"‘ 9000000 0
= PaﬁEnﬂD Type or enter the report names:

Tail Analysiz Results

O by Specificity (REQUIRED for this
[ Tail Analysis Details:

TP/FPAFMATN, R Value, Average Score, %
Ihclusion, Strength Tdes:

[] Manual Tail Assignment

Test and Catalog Details

ead ID or Test Well (REQUIRED far this
Test Values: Fan, Raw, Mormalized, Gourt
[[] SFI Raw, SF1 Mormal

Allele Specificity @ ASC () DES
[] Gutoff Summary
Bead MFI Chart

[] Raw Data Baseline

[] Sort Antigen Uzing HLA Order
[] Renn Seare Sort Alphanumerically

g At 2?20 @™

Customize Report

Sern Specificity Sort by: Eead ID ~

LiR— NP IIEEZER

[ Luminex hfo

[] Session Details: Gatalog 1D, Locus Type,
Tezt Pogition, Date, N5 Sample

[] Mare Tests and Tests Remarks

[ Guantiplex/3FI

Check All_| [ uncheck an | |

VERITAS




LABScreen

& Approved By:+

VERITAS

(@) Date::
Lab Name:~VERITA S Lab Code:
— .
/ \ Imstitute:
Street: ﬁﬁ §l'b,|\ $E Contact:
Lab City o |18 StateProvince:”  TOKYOw Email: Gveritasutk.co jpe
FRegion: Zip/Postal Code:+~  103-0013+ Phone: 03-5576-0078+
Country:=  JAPAN Fax: 03-3376-0076+
- : : Patient ID: Patient Name:
4% Custom Antibody Screening Report Setup / D4axlias Yamada, Taro« \
Ethnicity: i DOE: 11, 2000 Gender:+ M
Patient/ Donor FRA:

Twpe or enter the report namet:

00000 0 ¢

|LP.BScreen v|
[] Lab Information |

(o= [N 1=J Vo = L Te=t Configuration Ta
Check All | | Uncheck Al | Check All | | Uncheck Al | [d

Patient ID. Mame (REQILIRED faor thiz eroup)
[] Project Twpe
[]58M
Ethnicity, DOB, Gender
[] Dizeaze, Status, Blood, Transplant Type
[] Address, Phane, Email
|:| Spouze, Eme. Contact, Employer
[] DGH, Hospital, Division
[] UMOS CPRA
Donar Info
Malecular Typing
.| Brtibody Azzienment
Match / Mizmatch

fdd MFI Bazeline
[ Pcceptable Artgens
Unacceptable Antigens
AM DFC ETKAS DFG

Sero Tvpine

[] User Settines:
Excluded Antigens, Pozitive Fegion
Threshald, Mormalization Faormula, llels
Lewvel

ML and PG WValues, & PHA —or— %56
and Cutoffz by Reegion

era TUTE F D% IENMEnts Te
| Check All | [ Uncheck Al | E
Owverall Pos/Neg Other
% PRA % Donor PRA

Antibody
Fozzible Epitope

Mew Antibody
[ Amina fcid Position

Unacceptable Epitopes

Sample hformation
[ Check All | | Uncheck Al |

Sample I (REQUIREDY [] Barcode

[] System Comments [7] User Comments
[] Sample Source [] Dilution Factor

Seszgion Ihformation

| Check All | | Uncheck Al |

[] Session 1D/ Date (REQUIRED for this eroup)

[ Luminex Infa

|:| Sezgion Details: Catalog ID, Locus Tvpe,
Tegt Pozition, Date, NS Sample

[] Mare Tests and Tests Remarks

[] Guantiplex/3FT

VJGNE LAMBDA ® ® ®

Epitope Analvsis Results
| Check All | | Uncheck All |
fntibody Specificity (REQUIRED for this eroup)

GREG Analysiz Details:
TP, FM, Mean (Raw) of Positives
CREG Chart, Circle DSA

| Check All | | Uncheck All |
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Serology =

Oriental
==
10N AN

oAl

o

02, DRE1+15:02, DRE1#01:01, DQAI*01:03, DQAL+01:01, DQE1+06:01, DQE1405:01,

6, DQ35, DB2, DP3

Patient Donor Match / Mismatch-

Donor ID: 12348
Serclogy Typing:

BA1#01:03 DPAL*01:03 DPE1*02:01 DPE1*06:01+

A2 476 543 B60 Bw6 Bwé, Cw7,Cws DR4 DR12,.DQ7,DQ8,DP1 DL
Qiolecular Trping=  A*02-06 4%26:01 B*40:01 B*48:01,C#07:02,C208:01 DRB1#04-07 DRE1*12:01,DQA1#03:01 DQA1#05:05 DQB1*03:01 DOB1#03:02,D

Baseli Tefateir i
Mismateh not in Final Assiznment+
-D_
-D_
0= Mismatch not in Final Assiznment+
Mismateh not in Fimal Assignment+
A236:01¢ 2749« 0+ Mismateh not in Final Assiznmente
B60+ Mism
B*40:01+ 3812534 1694 81+ Misma 3|J—_ = ,l'gzt Elé J —_ LJ 7—_ S
Bas- Mismd /N Bﬁ I }:E C D A
B*48:01« 8411.13¢ B329.07< Mismz Yo i
- wel EHEE 1 [EIEDDSA
CH7:-02¢ 6304+ 0« Match N e
y w
- iR R CREBTHEOHIR/TLUI
CHE01+ 1504.87+ 1763.96+ Mismd 112 . N 7 N ZIN
table Antizens: —
TUnacceptable Antizens:
Sample ID: B48X128_1803‘_ Local TD:
Sec. Ab: Sample Date- 3 24, 2013 Test Date:~ 2 24, 201%
T
PHTEIE CIB L LT
Test Results ﬁq:*ﬁEE_CBﬁ EE"%LJ -
Clazz I Clazs IT MIC - 7 0/ P RA \\
Overall (FoxNeg): Positive E E } }?/ I/) [/ b %
Antibody Assisnment: E48, BS1, B41, B45, B30, B60, B72, - - }-l" G } A 0 /] N
Edl, E78, B7S, B62, E18, BTL, B3g,
Cwfl B75 B33, Cus, B4 )
Test Configuration
Threshold 013548 LLERT 05544 03542 PC NG PCONC~ N
Clazs I X6 1 22 24 28 12014 g 1541.01 ’|‘ $E
i omemo PC. NCDI&
MIC P - - - -
Epitope Analysiz-
Specificity GSS}_) TF F Mean (Bazeline) of Positives




h—MII

4% Custom Antibody Screening Report Setup

Twpe or enter the report namet:

9006000066

|LP.BScreen

™ |

[ Lab Information
Fatient Information

| Check Al || Uncheck Al

Patient ID. Mame (REQILIRED faor thiz eroup)
[] Project Twpe
[]58M
Ethnicity, DOB, Gender
[] Dizeaze, Status, Blood, Transplant Type
[] Address, Phane, Email
|:| Spouze, Eme. Contact, Employer
[] DGH, Hospital, Division
[] UMOS CPRA
Donar Info
Malecular Typing
fntibody Azzignment
Match / Mizmatch

fdd MFI Bazeline
fcceptable Antigens
Unacceptable Antigens
AM DFG [] ETEAS DFG

Unacceptable Epitopes

Sero Tvpine

Sample hformation
[ Check All | | Uncheck Al |

Sample I (REQUIREDY [] Barcode

[] System Comments [7] User Comments
[] Sample Source [] Dilution Factor

Seszgion Ihformation
| Check All | | Uncheck Al |
[] Session 1D/ Date (REQUIRED for this eroup)
[ Luminex Infa
|:| Sezgion Details: Catalog ID, Locus Tvpe,
Tegt Pozition, Date, NS Sample
[] Mare Tests and Tests Remarks
[] Guantiplex/3FT

Test Configuration
| Check All | | Uncheck Al |

Tail Analy=iz Red

E=rili

[] User Settines: [ Antibody 5
Excluded Antigens, Pozitive Fegion [] Tail Analys
Threshald, Mormalization Faormula, llels TR/FPAEN
Lewvel .

MG and G WYal & FHA LT Inelusian, 5

o ar alues, —ar- ]
and Gutaffz by Region [] Manual Tai

Owerall Results/ fiszienments
| Check All | [ Uncheck Al |

Owverall Pos/Neg Other
% PRA % Donor PRA

Test and Catalos

1
Bead ID or|
Test Walug

Antibody Mew Antibody [[] SFI Raw. 5
Passible Epitope [] Amina Acid Position Sero Speci
fllele Spe
Epitope Analvsizs Results
| i | | - | [] Cutoff Su
fntibody Specificity (REQUIRED for this eroup) Eead MFI
CREG Analysiz Details: [] Raw Dn
TP, FM, Mean (Raw) of Positives [] Sort A
GREG Chart, Gircle DSA I [] Ren Score
[ checkat | [uncheckm| [ sawe | []
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TrToTTr=o—TouT DrvoxTzU
/(pitope Analysis \
Specificity @ TP FN Mean (Bazeline) of Positives
Class I 1 [ 832807
& 1 : sy VERITAS
B4l 1 [ 387247
B ! ¢ b [——
B30 1 [ 3E23.04
1 [ 360481
B2 1 L1} 366506
B&l 2 [ 352854
B78 1 i 318477
E74 1 i 30TE.G66
B4 1 i 27404
ElZ 1 12 261514 g E}JE“:U [ P | :I:
E7L 1 12 248025 E%D %
E3n 1 12 2276.31 \ .
1 [} 176396 1
E75 2 [ 1657.23: (X6J/XJ:)0) |E$E
B35 1 [ 148818
Cw3 1 [ 113633
Ba4 1 [ 108843
E13 12 2 [}
Ed3 12 1 [}
\ E2 [ 1 0
247 . 1 [

JCREG Table
0

J
N

@

68 memmmem69 2403 W24 — 80— 1

210—% 7|® I
23 a6

203

ALocus:  p—m Strong Cross-reactivity

Cross-reactivily

CREG (Cross-reactivity Group)

) Red Circle: D5A Positive 73 703 @’
() Biue Circle: Non DSA Positive | I @
Yellow Cirele: DSA Negative 54 42 T
T4 | 29 5!5%5|5 nus—zl? — 47— :
— CREGVYJ

= 3 = \JB/ 67 4005
65 Il 59 d‘l%
(10)25——— 34 e— G — 25— 11 é}@ @ L%
5103 —52 53— 77 Em——C3 58

1© 1 | & |@l
5102 —51 m—E (75— 57
| | I\
Vi) ([T 45

©

B Locus: .
B Strong Cross-reactivity

Cross-reactivity

J

CREG (Cross-reactivity Group)

Bin Score

§: B43

6=  ES1, B41, B45, BS0, B60, B72, B4l B61, B7S, E76, B6L, B13, B71, B9, Cuf B7S B75, B35, Cus, B
4: B8, B13

2+ B47,B65,A32,B13




7 —

MA@

h
Allele

13

FRA
Ibody
cid Position

or thiz eroup)

100 @

Tail Analyziz Results
| Check All || uncheck Al |
[ Antibody Specificity (REGIUIRED faor thiz

[] Tail Analysiz= Details:

TPAFP/FN/TN, R Walue, Average Score, %
hcluzion, Streneth Index

[] Manual Tail Azzignment

Test and Catalog Details

| Check Al || Uncheck Al |
Bead ID or Test Well (REQUIRED for this
Test Values: Fxn, Raw, Mormalized, Gount
[ SFI Raw, SFI Mormal
Sera Specificty  Gort by- | Bead ID >
fllele Specificity @® ASC () DESG

[ Cutoff Summary
Bead MFI Chart

Faw Data [/] Bazeline
I [] Sort Antigen Using HLA Order
[] Fxn Score sort Alphanumerically
Save | | Delete | | Cancel |

Z¢ ! Vol.2

Bead Specificity Chart

. MFI
Bead Sero Allele Equiv Baseline Raw

AT
A2

Al

AT

AT

A2

AT

At
A1
AZE
Azd
Azd
AZS
AZE
AZS
AZZ
AZD
AZD
Az

o0
ol
o
L37
o0

ek

A=

P
EER

i
5
1

EEEERERE]

Sort Antigen Using HLA Order(cFIvo7%Z A
niciza (IEI 737\JI (Lj]f/Si‘

EREk

Bead Specificity Chart

Basellne Raw

89

33EREIRERDICRGREIREIFEE

27,8107

Eumzwgﬁwﬁm

BEE
g

Sort Antlgen Using HLA Order®F 1w/
5’1~b711ﬁ/\(atMF10)1'EJI (Al /S

05u
COEE
E-54101
AT
BH41201

VERITAS




L -

mll - 5R1F

VERITAS

B antibo y Custom Report
Ié = E Q o4

oM /4 dh @ -

-0 20201111 class1_20201111_11

Main Report

£ EORI>LOEIRIPRIFNTES

RF IS FENEIRUL 7 E%ZAT]

&3 | Vol.2 55280

& Export Report
De
N » PC » Desktop » software » Matchmaker v Matchmaker) 185 2
EE -  FHLLWIaS- = @
N & ExOE &8 X
BEAH I IEEIEYE A, PONENT Unlmovm-4.2.15090 / 9
Sample Date
Mean (Baseline) of Positives
141785
703
33466
509402
44201
3835
370
36193
]
]
]
]
]
]
[ Desktop v B
T &MN): | B
74 L MIEH(T): | Crystal Reports (“.rpt) - o
= DF (*.pdf) 54—42
~ TAS-03FET [haracter Separated Values (CSV) (*.csv) I ) I
icrosoft Excel (97-2003) (*.xls) | -
icrosoft Excel (87-2003) Data-Only (*xls) ] ey M
icrosoft Excel Workbook Data-Only (".xlsx) i 1
icrosoft Word (97-2003) (*.doc) Iﬁm j"“
icrosoft Word (97-2003) - Editable (*.rif) \n
ich Text Format (RTF) (*.rtf) p— | i
| | | | | L 8 ssl
@2 1 lo_ -




sl ESZTTVWIELE.

Y

VERITAS
A GLOBAL BIOTECHNOLOGY MARKETING COMPANY



	スライド 1: HLAの世界へようこそ！ Vol.2
	スライド 2: 本日の内容
	スライド 3: 解析の流れ
	スライド 4: 解析準備
	スライド 5: HLA Fusionの解析に必要なファイル
	スライド 6: 解析ファイルのインポート
	スライド 7: カタログファイルの結合
	スライド 8: 解析条件の設定（Mixed）
	スライド 9: 解析条件の設定（PRA/Single Antigen）
	スライド 10: データインポートの手順
	スライド 11: 検査基準の確認
	スライド 12: データインポート時のメッセージ
	スライド 13: 解析結果とレポート（Mixed）
	スライド 14: 解析画面（Mixed）
	スライド 15: NBG Ratio
	スライド 16: 解析画面（Mixed）
	スライド 17: レポート-1
	スライド 18: レポート-2
	スライド 19: 解析結果 （Single Antigen）
	スライド 20: 解析画面（Single Antigen）
	スライド 21: 自動判定方法
	スライド 22: nMFIとは
	スライド 23: nMFIの計算式
	スライド 24: 判定結果の記録
	スライド 25: データ解析 （Single Antigen）
	スライド 26: データの並べ替え
	スライド 27: Class IIの解析での注意点
	スライド 28: α鎖を判定に含める方法
	スライド 29: データの並べ替え（Class II）
	スライド 30: レポート（Single Antigen）
	スライド 31: レポート
	スライド 32: レポート例①
	スライド 33: レポート例②
	スライド 34: レポート例③
	スライド 35: 印刷・保存
	スライド 36: ご清聴ありがとうございました。

